bioRxiv preprint doi: https://doi.org/10.1101/2024.03.17.585422; this version posted March 17, 2024. The copyright holder for this preprint
(which was not certified by peer review) is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. It is made
available under aCC-BY-NC-ND 4.0 International license.

Supplementary Figures

hetic process
thetic process:

mitochondrial translation :}
mitochondrial gel eexpressmn
nt
nt

aps‘allon

sterol met: bo,

steroid metabolic mcess
carbcxyllc acid metabolic process
acid metabolic process

organic acid metabolic process Y
cellular ammn acm metabolic process A
alpha-amino agid bosynhet process ¢
ergosterol metabolic process
I?hylastemm metabolic process
cellular alcohol metabolic process
sulfur compound metabolic process
argmlne biosynthetic process
Sterol blosyﬂ(hehc rocess
alpha- ammo acid metabolic process
roid blusymheuc rocess
ergusleml biosynthetic process
hytosteroid biosynthetic process
lular alcohol biosynthetic process
cellular lipid bmsynth etic process
secondary alcohol metabolic process
secondary aicahg Bosynhet process
acyl-CoA metabolic process
Ihlces(er melaboll rocess
cetyl-CoA metabolic process
glutamine family amind Scid DIOSyNbeLS BroGess
arginine metabolic process
aspartate family amino acid melaboi process

o
&
S
3
&
Ft
a

o ;U‘n‘ww

el
01

T

Direction

Down-regulated

00

0 Up-regulated

—C) Count

SR O
-

alcohol blosyﬁ wehc rocess

organic hydroxy ccmpound biosynthetic process
isoprenoid biosynthetic process

aspartate family amino acid biosynthetic process
organic hydroxy mmpound mets mllc rocess
ransition metal jon transport

nucleoside bisphosphate metabojc process
ribonucleoside bisphosphate metabolic process
purine nucleoside blsphnsphate metabolic process
oprenoid metabolic process

sulfur compound DOSyRIhenE brosess

\pd bmsynlheuc rocess

tal ion transport

(d melabol Brocess

pld metabolic process

glutamine famny ammu acid metabolic process
cellular transition metal ion homeostasis

per on fransport

port
eabotc Bocess
process

poccole
)
Qoo

3D Gy

o«

Icohol
me(hlomne metabolic
organic cation transpor\
transition metal ion homeostasis
rganic acid transport
response to arsemccuntammg substance
I \ lar iron ion Romeostasis
metal ion homeostasis
sullur am\no acni metabolic process
monocarboxylic acid biosynthetic process
mino

o 955

m
Q.
g
For
23
5
o0

=
5
3

riatloning DaSihens Rt
Iysine biosynthetlc rocess via aminoadipio acd

10

-log10(adjust P viaue)
P mitg Fndnallranslanon
mitochondrial' gene 7r£n s3ion
cellular ammo aci os efic process 1 (-
i r d &

alp -amﬁw acuﬂ) 0y ? elc Fggggg

as artal e 8 mmo acl JOS) rocess C
i HES
R I'|EI e r I'h r |0S} i rocess
purl efl l‘0 UCe SI e fl gﬁ§ e 1052% e(c Fggggg
ul

ONuCleosi
i nuceoside |[gcegs
energy coupled proton trﬂ ort, own elect o e ra |er§
Yﬂ eslshc?u n%)o
ribonucleoside triphos) euc rocess po
g % rocess O
ribonucleoside triph s a a olc rocess
rocess e
brancl F c}aaln amlno oy rocess O
nucleoside ripho e |os e«c rocess
SETeSSidE RHSRb: rocess
rocess
Ieucmem rocess O

olic Direction
cytochrome com ?ex aﬁs ﬂx
i
rangned chai arrﬂno aclJ ml[‘ 0lIC Droces:
lysirie biosynthetic pros ess Via aminoadipic aci

mitochondrial rﬁsﬁra "e% ggcr)nmié e)i assrgﬁg
no.a ]

©  Down-regulated

o0
00 & D&% &AL

o Up-regulated

Mbrane JaNSe0

Sulkira "EFgges % Count
oun
energy derivation by ox(ﬂ‘?r& o'?o l co rgcﬁgg -
ioni| blo ro 3 o 0
0/IC process
purine, bonucle&?t%rhlos ?elc rocess
sul ur amino aci i rocess ¢ O 20
eri |Ig/ m| é: Fggggg ¢
glutamme am| "]1“? gcv rEIgg i 5«; Eggggg § O 40
J— aec.a%xg gt o

|norgan|c |on 35 JT] rane al'r?lf%g I?)I’!
tRNA aR\'frrwlcr)'aec(fe?q}gth 9 mn[o@no S rla\ g# Tem%ﬁs‘faf DR
g z&@%ﬁgﬁ@cszs

SP" lo ham com
o R o eﬁessmesi
punne r| ULIE EOI e m al xt‘lﬁrocesﬁ

cal Ig rle
inner mllo?pon rial mem ARG O anization
ur compound metal Igll’?“ pre O
generation of recursqr metabolites and en
uri| enuceo& emeF g]:g ro
0[IC

oseg osphate mel It
purine- comalnlng ompauq mejapolic process

mel % 0li¢ Process
P tACM afgg‘gﬁc‘?ag}?s Egﬁraﬁs?af"on °

e piosynthefic process
SliC process

S a0000C0oo0ecD O
O
8

"
nucleoside phosp! 0S|
rocess

pyrimidine-containing compound losyni etic process q

25 50
-log10(adjust P viaue)

Figure S1: GO term enrichment analyses: The GO term (Molecular Function) analyses show
significantly enriched terms for (A) positively responding versus non-responding and (B)
positively responding versus negatively responding strains.
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Figure S2. Transcription factor enrichment analyses for non-responding strains analyzed
under CR condition. Significantly enriched TFs for (A) up- and (B) down-regulated DEGs
obtained under CR conditions for non-responding strains. The color index and the number
show the significance of the enrichment score (-logio, adjusted P-value).
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Figure S3. A positive correlation of median RLS phenotype between YPG and CR
medium was observed. A significant correlation was observed between median RLS in YPG
and median RLS in CR, wherein glycerol-induced CR-induced respiration approximately
equally extends the RLS of those strains we tested (R? = 0.62, Padj value = 2.29x10-4).
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