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Figure S10. Analysis of protein and RNA levels. A) Western blot showing levels of EZH2 in U20S and
HEK293 cells upon IR. B) Positions of primers used for RT-qPCRs. C) Bar charts showing RT-qPCR analysis
of PROMPTs, PAUSE and Gene Body derived RNA at three selected genes. Unpaired t-test was used to
assess statistical significance. * < 0.05, ** < 0.01, *** < 0.001, **** < 0.0001.



