A up-regulated (padj < 0.1, I2FC > 0.1) IncRNA B Y1P GB Damage versus No Damage

EnhancedVolcano

Yl
= 52 NS @ Log; FC @ p - value and log; FC
S5
5
9 41 :
2 TSPOAP1-AS1
<3
y o
’ S 2
o
|
8 1
0 g
-2 -1 0 1 2 3
Log, fold change
down-regulated- 27
C D up-regulated- 177
Y1 up-regulated IncRNA classification .
p-reg down-regulated (padj < 0.1, I2FC < -0.1) IncRNA
Yl
[ S2
S5
Type
[ Intergenic
[ Sense
[ Antisense
29
Intergenic 68.3%
(448 sites) 29.1%
(190 sites) Antisense
19
S2P GB Damage versus No Damage S5P GB Damage versus No Damage
EnhancedVolcano EnhancedVolcano
NS Log, FC p - value and log, FC NS Log, FC p - value and log, FC
5 5
4 4 LINC02055
) LINGO1205 2
T 3 WARSZ-A§1 T 3
o . SGMS1:AS1 o .
=3 a P o
> 21 s & > 21 HLUNART
e) .22 LINCO2694 o yig
| SDPY19E3-DT | PRKAR?%AS;L
01 e 01 g
-2 -1 0 1 2 -4 -2 0 2

Log, fold change

down-regulated- 10
up-regulated- 1

Log, fold change

down-regulated- 34
up-regulated- 20

Figure S3. Analysis of long non-coding RNA (IncRNA) expression upon DNA damage. A) Venn diagram of
significantly up-regulated (padj < 0.05, logyFC > 0.1) IncRNA based on read coverage across gene body
from Y1P, S2P and S5P samples after IR. B) Volcano plots of differentially expressed IncRNA based on read
coverage across GB from Y1P samples upon IR. C) Pie chart showing proportion of differentially expressed
(padj < 0.05) IncRNA which are sense, anti-sense and intergenic from Y1P samples upon IR. D) Venn
diagram of significantly down-regulated (padj < 0.05, log>FC < -0.1) IncRNA based on read coverage across
gene body from Y1P, S2P and S5P samples after IR. E) Volcano plots of IncRNA based on read coverage
across GB from S2P samples upon IR. F) Volcano plots of differentially expressed IncRNA based on read
coverage across GB from S5P samples upon IR.



