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Figure S9. Enrichment analysis of top 10 RNA binding motifs on up-regulated PROMPTs vs unchanged
PROMPTs. A) Bar charts showing percentage of sequences containing RNA binding protein motifs
among the up-regulated (p value < 0.05, logpFC > 0.1) PROMPTs which are correlated with down-
regulated GB expression and increased Pl upon IR from Y1P samples vs unchanged PROMPTs. Mann-
Whitney U test was to compute statistical significance in the difference in enrichment of top 10 RNA
binding protein motifs between up-regulated and unchanged PROMPTs. B) Binding motifs of 10 top
RNA binging proteins ranked based on significant enrichment of binding sites on up-regulated
PROMPTs compared with unchanged PROMPTs.



