Terms

wound healing
vasculogenesis
tube formation
] ) _ translation
transforming growth factor beta receptor signaling pathway
_tissue remodeling
) ribosome assembly
ribosomal small subunit biogenesis
ribosomal small subunit assembly
response to woundin
response to tumor ce
response to interferon-gamma
response to glucocorticoid
) response to corticosteroid
regfulatlon of T cell tolerance induction
) ~_regulation of T cell mediated cytotoxicit
regulation of pri-miRNA transcription by RNA polymerase Il
regulation of neural precursor cell proliferation
regulation of I_eukoc%/te mediated cytotoxicity
" regulation of focal adhesion assembly
regulation of cell-substrate junction organization
regulation of cell-substrate junction assembly
regulation of cell-substrate adhesion
regulation of cell killing
regulation of body fluid levels
) regeneration
primary neural tube formation
post—embryonic animal organ development
positive regulation of T cell mediated immunity
positive regulation of T cell mediated cytotoxicity
. ) _positive regulation of response to woundin
positive regulation of pri-=miRNA transcription by RNA polymerase
positive regulation of leukocyte mediated Cytotoxicity
positive regulation of cell killing
platelet aggregation
) . platelet activation
peptide biosynthetic process
) . outflow tract morphogenesis
negative regulation of cell-substrate adhesion
morphogenesis of embryonic epithelium
) keratinocyte differentiation
interferon-gamma-mediated su_:inalln pathway
- ) . homotypic cell-cell adhesion
homophilic cell adhesion via plasma membrane adhesion molecules
hemostasis
.%Iand morphogenesis
epithelial cell proliferation
epithelial cell development
epidermal cell differentiation
embryonic epithelial tube formation
cytoplasmic translation
cranial nerve development
) coagulation
cellular response to interferon—gamma
) ) ) ) blood coagulation
antigen processing and presentation via MHC class |, TAP-independent
) antigen cE)rocessmgz_ and presentation of peptide antigen
antigen processing and presentation via MHC class | via ER pathway
actin cytoskeleton reorganization

G0:0042060
G0:0001570
G0:0035148
G0:0006412
G0:0007179
G0:0048771
G0:0042255
G0:0042274
G0:0000028
G0:0009611
G0:0002347
G0:0034341
G0:0051384
G0:0031960
G0:0002664
G0:0001914
G0:1902893
G0:2000177
G0:0001910
G0:0051893
G0:0150116
G0:0090109
G0:0010810
G0:0031341
G0:0050878
G0:0031099
G0:0014020
G0:0048569
G0:0002711
G0:0001916
G0:1903036
G0:1902895
G0:0001912
G0:0031343
G0:0070527
G0:0030168
G0:0043043
G0:0003151
G0:0010812
G0:0016331
G0:0030216
G0:0060333
G0:0034109
G0:0007156
G0:0007599
G0:0022612
G0:0050673
G0:0002064
G0:0009913
G0:0001838
G0:0002181
G0:0021545
G0:0050817
GO0:0071346
G0:0007596
G0:0002486
G0:0048002
G0:0002484
G0:0031532

GO term Enrichments — up in AO vs AN21
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