)

A B TCGA-LUAD TCGA-LUSC
(collected within TCGAbiolinks (collected within TCGAbiolinks
on and ] on and

Patients (NSCLC, n=350) receiving ICI treatment with
clinical data and mutational data from Samstein et al. of
Memorial Sloan Kettering Cancer Center
Merged

TCGA-NSCLC

™ Eligible patients with clinical data and filtered mutations data
for univariate Cox regression analysis
(NSCLC, n=350)
Mutation data Matched RNA-seq data for
b Povalue<0.05 M DNA damage response and repair (DDR}-related gene sets ™ Gene Set Enrichment Analysis (GSEA)
‘downlowed from the MSigDB database of Broad Institute) ™ CIBERSORT algorithm
for analysis ™ Immnue gene sets (collected from Thorsson et.al)

® Multivariate Cox analysis = Tumor mutation burden data for anti-tumor immunity analysis.
accoring to univariate Cox regression analysis
(NSCLC, n=350)

™ Neoantigen data for anti-tumor
immunity analysis -



