Supplementary Figure S1
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Supplemental Figure S2
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Supplemental Figure S3
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Correlation CD274 mRNA with Geneset Signature Expression R p-value
Melanoma cells (2018 cells)

JAK_STAT_Signaling_Pathway (KEGG) 0.169 | 2.47e-14
HIF_1_signaling_pathway (KEGG) 0.119 [ 7.79e-08
Tumor 110 (258 cells)

JAK_STAT_Signaling_Pathway (KEGG) 0.537 | 1.03e-20
HIF_1_signaling_pathway (KEGG) 0.271 | 9.85e-06
Macrophage (420 cells)

JAK_STAT_Signaling_Pathway (KEGG) 0.122 0.012
HIF_1_signaling_pathway (KEGG) 0.031 0.521
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