
KEGG_RIBOSOME
KEGG_PARKINSONS_DISEASE

KEGG_OXIDATIVE_PHOSPHORYLATION
KEGG_CARDIAC_MUSCLE_CONTRACTION

KEGG_HYPERTROPHIC_CARDIOMYOPATHY_HCM
KEGG_DILATED_CARDIOMYOPATHY

KEGG_HUNTINGTONS_DISEASE
KEGG_ARRHYTHMOGENIC_RIGHT_VENTRICULAR_CARDIOMYOPATHY_ARVC

KEGG_ALZHEIMERS_DISEASE
KEGG_VIRAL_MYOCARDITIS

KEGG_WNT_SIGNALING_PATHWAY
KEGG_T_CELL_RECEPTOR_SIGNALING_PATHWAY

KEGG_NATURAL_KILLER_CELL_MEDIATED_CYTOTOXICITY
KEGG_FC_GAMMA_R_MEDIATED_PHAGOCYTOSIS

KEGG_PATHWAYS_IN_CANCER
KEGG_EPITHELIAL_CELL_SIGNALING_IN_HELICOBACTER_PYLORI_INFECTION

KEGG_ECM_RECEPTOR_INTERACTION
KEGG_LEISHMANIA_INFECTION

KEGG_INOSITOL_PHOSPHATE_METABOLISM
KEGG_NEUROACTIVE_LIGAND_RECEPTOR_INTERACTION

KEGG_ENDOCYTOSIS
KEGG_DRUG_METABOLISM_CYTOCHROME_P450

KEGG_NOD_LIKE_RECEPTOR_SIGNALING_PATHWAY
KEGG_RENIN_ANGIOTENSIN_SYSTEM

KEGG_TOLL_LIKE_RECEPTOR_SIGNALING_PATHWAY
KEGG_ALLOGRAFT_REJECTION

KEGG_PHOSPHATIDYLINOSITOL_SIGNALING_SYSTEM
KEGG_COMPLEMENT_AND_COAGULATION_CASCADES

KEGG_LYSOSOME
KEGG_TYPE_I_DIABETES_MELLITUS

KEGG_CHEMOKINE_SIGNALING_PATHWAY
KEGG_AXON_GUIDANCE

KEGG_JAK_STAT_SIGNALING_PATHWAY
KEGG_CELL_ADHESION_MOLECULES_CAMS

KEGG_HEMATOPOIETIC_CELL_LINEAGE
KEGG_CYTOKINE_CYTOKINE_RECEPTOR_INTERACTION

−2 −1 0 1 2
Normalized Enrichment Score

Pa
th

wa
y

0.01

0.02

0.03

0.04

p.adj < 0.05

10Gy d3 vs. 0Gy ctrl
KEGG Pathways, LY2

SUPPLEMENTAL FIGURE 1 | KEGG Pathways for LY2 tumors 10Gy d3 versus 0Gy Ctrl
(A) Waterfall plot depicting all significant KEGG pathways for RNA-Seq expression data in LY2 
tumors harvested 3 days post-RT (10Gy) versus 0Gy controls. Shaded by adjusted p value for 
multiple comparisons.

Cancer Immunology, Immunotherapy (submitted in 2021) - Michael Knitz et al.



C TCGA HNSCC CXCL9 correlates D TCGA HNSCC CXCL10 correlates

A B

SUPPLEMENTAL FIGURE 2 | TCGA HNSCC STAT1, CXCL9, CXCL10
(A) Correlation of gene expression between CXCL9 and STAT1 and (B) correlation of gene 
expression between CXCL10 and STAT1. (C) Top correlates of CXCL9 and (D) CXCL10, with 
most highly correlated STAT family member indicated. Taken from cBioportal.
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SUPPLEMENTAL FIGURE 3
Manually curated list of predicted orthologous equivalents in mouse of the human gene signature 
used in Figure 3D.
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SUPPLEMENTAL FIGURE 4
Representative flow cytometry gating used for manually gated populations depicted in Figure 4E and 4J. 
(A) Gating strategy used for events collected from tumor-draining lymph nodes from mice bearing LY2 
STAT1 KO tumors or LY2 PX458 Ctrl tumors. (B) Gating strategy used for events collected from tumor-
draining lymph nodes from mice bearing MOC2 STAT1 KO tumors or MOC2 PX458 Ctrl tumors.
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