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Fig. 2: Average weight matrices obtained from Monte Carlo optimization, restricting the total number of

contacts,N , in the reaction coordinate, while allowing their identity to vary. Weights are shown forN =

100 (A), 200 (B), 400 (C) and 800 (D) in the top left part of each map. All optimizations were initiated

from a random selection of contacts and a random selection of weights. Weights with magnitude less than

0.01 have been excluded from the figure for clarity. The native contact map obtained using a 12Å cut-off is

given for reference in the lower right of each map. The probabilityp(TP|ropt; N) for the optimal coordinate

shown above each matrix indicates that coordinates of similar quality are obtained in all cases.
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