
        δ1
Onmy-IgD.1    1 LQRVIPPNITLYPLWEELEVGSKVGILCILSGFYPDKLSVEWLLDDKTVTTSPVQQKLQSVEGEDKIFSLNSQLELDQSQWTQG  84
Onmy-IgD.2    1 LQRVIPPNITLYPLWEELKVGSKVGILCILSGFYPDKLSVEWLLDDKTVTTSPVQRKLQSVEGEEKTFSLNSQLELDRSQWTQG  84
                ****************** ************************************ ******** * ********** ******

  δ2a
Onmy-IgD.1   85 SEVTCKATHNAAQGPPTGTPVSRTTSICSAFPSSTPSIHLETPTFRTVMTQTEVTATCVVHSAYDSNVSWLLDGKDPTSRTPVN 168
Onmy-IgD.2   85 SEVTCKATHNAAQGPPTGTPVSRTISICSAFLSSTPSIDLETPRFRTVMTQTEVTATCVVHSAYDAKVSWLLDGKDPTSRTPVN 168
                ************************ ****** ****** **** *********************  *****************

         δ3a
Onmy-IgD.1  169 QASRTTQSISSNLTLPSSQWKTLNTITCRAEHRCFNSTEKTSNVKGPAVSSTTTVLIRRSLPELLKGDSAVLECAITQLSSSDL 252
Onmy-IgD.2  169 QASRTTQSVSSNLTLPSSQWKTLNTITCRAEHRCFNSTEKTSNVKGPAVSSTTTVLIRRSLPELLKGDSAVLECAITQLSSSDL 252
                ******** ***************************************************************************

     δ4b
Onmy-IgD.1  253 YVTFQANGVDFPEKQYVDLPASNGPHSLTKRFSIPKSHWKTDNTFTCKVNQGYSNSWVSSSKIKLFGELSMELLLVPSEESSGS 336
Onmy-IgD.2  253 YVTFQANGVDFPEKQYVDVPASKGPHLLTRLFSIPKSHWKTDNTFTCKVNQGFSNSLVSSSKVKLFGELSMELLLVPSEESSGS 336
                ****************** *** *** **  ********************* *** ***** *********************

          δ2b
Onmy-IgD.1  337 GTQKLMCSGWGFNPKIKWLSGSEQKSAADNEIRMGEDGHVALTSHITVTQQEWNEGKDFICEVDDKDLQKTVRKSTSLCTAFPS 420
Onmy-IgD.2  337 GTQKLMCSGWGFNPKIKWLSGFEQRSAADNEISMGEDGHVALTSHITVTQQEWNEGKDFICEVDDKDLQKTVRKSTSLCTAFPS 420
                ********************* ** ******* ***************************************************

Onmy-IgD.1  421 STPSLHLETPRFRTVMTQTEVTATCIVHSAYDAKVSWLLDGKDPTSRTPVNQASSTTQSISSNLTLPSSQWKTLNTITCRAEHR 504
Onmy-IgD.2  421 STPYLHLETPRFRTVMTQTEVTATCVVHSAYDAKVSWLLDGKDPTSRTPVNQASRTTQSVSSNLTLPSSQWKTLNTITCRAEHR 504
                *** ********************* **************************** **** ************************

  δ7
Onmy-IgD.1  505 CFNSTEKTRNVKGSVTPSAPTATLLQGPSELVCLVLGFSPSDINITWLLDNVTELWNNNTSTPYRAPGGKFGIRSHLSLARQDL 588
Onmy-IgD.2  505 CFNSTEKTSNVKGSVTPSAPRATLLQGPSELVCLVLGFSPSDINITWLLDNVTELWNNNTSTPYRAPGGKFGIRSHLSLAHQDW 588
                ******** *********** *********************************************************** **

      TM1      TM2
Onmy-IgD.1  589 TPGAVYTCRVTHTTQTLALNISKPELLEVEGVFFDENRSEPILADTAEENWNMACIFLVLFLISLLYSFTVTLVKTK 665
Onmy-IgD.2  589 TPGAVYTCRVTHTTQTLALNISKPEILELEGVFFDENRSDPILADTAEENWNMACIFLVLFLISLLYSFTVTLIKTK 665
                ************************* ** ********** ********************************* ***


