Deficiency of Cbff in articular cartilage leads to osteoarthritis-like phenotype
through Hippo/Yap, TGFB, and Wnt/B-catenin sighaling pathways
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Supplemental Figure 1
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Figure S1. RNA-sequencing found differentially expressed genes (DEGS) in hip
articular cartilages from 3-month-old female Cbfg"'Aggrecan-CreER"T mice
induced by vehicle and TMX. (A) Pie chart of differentially regulated gene expression
in hip articular cartilages. The percentages of genes upregulated and downregulated
are shown in red and green, respectively. (B) Down DEGs from volcano plot. (C) Up
DEGs from volcano plot.



Supplemental Table 1

Table S1. gRT-PCR primer sequences

Primer name (Mouse)

Primer sequences (5'-3")

CbfB-Forward primer
CbfB-Reverse primer
Runx1-Forward primer
Runx1-Reverse primer
Col2a1-Forward primer
Col2a1-Reverse primer
Sox9-Forward primer
Sox9-Reverse primer
Mmp13-Forward primer
Mmp13-Reverse primer

B-catenin (Ctnnb1)-Forward primer
B-catenin (Ctnnb1)-Reverse primer
Yap-Forward primer

Yap-Reverse primer
Gapdh-Forward primer

Gapdh-Reverse primer

ACAAACACCTAGCCGGGAATA

GCTGTGAAACTCTCACCTCCATT

GATGGCACTCTGGTCACCG

GCCGCTCGGAAAAGGACAA

GGGAATGTCCTCTGCGATGAC

GAAGGGGATCTCGGGGTTG

GAGCCGGATCTGAAGAGGGA

GCTTGACGTGTGGCTTGTTC

CTTCTTCTTGTTGAGCTGGACTC

CTGTGGAGGTCACTGTAGACT

ATGGAGCCGGACAGAAAAGC

CTTGCCACTCAGGGAAGGA

ACCCTCGTTTTGCCATGAAC

TGTGCTGGGATTGATATTCCGTA

AGGTCGGTGTGAACGGATTTG

TGTAGACCATGTAGTTGAGGTCA




