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Hahn, Max et al. (2022). Quantitative 3D OPT and LSFM datasets of pancreata frommice with streptozotocin-induced diabetes: Dataset 1 [Dataset]. Dryad. https://
doi.org/10.5061/dryad.51c59zw8g

Raw and processed imaging datasets acquired by NIR-OPT and LSFM for all samples displayed are available from the authors upon request .

The scope of this non-clinical study was to analyze the composition of the non-diabetic human pancreas. A balanced amount
of samples from both sexes was (given the scarce availability of such samples) included in the study. Separate sex- and
gender based analysis was not conducted.

N/A

Donor identifier/Sex/age/BMI/HbA1c: H2456/M/25-29/31.7/29, H2457/M/25-29/23.7/35, H2466/F/35-39/37.6/38, H2506/
M/20-24/23.8/34, H2422/f/45-49/25.1/NA.

N/A

Consent for organ donation for use in research was obtained from the donor prior to death via the Swedish National Donor
Registry (https://www.socialstyrelsen.se/en/apply-and-register/join-the-swedish-nationaldonor-register/) or from relatives of
the deceased donors conferred by the donor’s physician and documented in their medical records. The study was approved
by the Regional Ethics Committee in Uppsala, Sweden (Dnr 2017/1471-32, 2023-01845-01).

Sample size was limited based on the accessibility of human donor pancreata of roughly the same age. Given previous 2D analyses of
(relative to our study) limited amounts of tissue, we included 5 pancreata, which we judged to be sufficient given that our analyses covers
hundreds of thousands of islets, quantitatively and in 3D in non-diabetic donor pancreata.

Exclusion criteria were not pre-established. To remove potential errogenous datapoints, outlier removal was applied and is described in
relevant figures. For identification of outliers, GraphPpad robust regression and outlier removal (ROUT) with Q=1% was used.

All experimental procedures and findings were successfully replicated on n=5 independent donor pancreata in a total of n=51 tissue discs
from the whole human pancreas and in n=16 tissue discs from additional donors (4 tissue discs per donor) using whole mount
immunofluorescent staining and confirmed by 2D histological/fluorescent antibody labeling experiments on n=2 donors.

No Randomization was performed for this study and covariates were not controlled for as the study was not aimed at determining the (non-
diabetic) pancreas composition to any variables.

No blinding was performed for this study since only non-diabetic pancreas was studied without any additional variables/groups/disease
states.




