Supplemental Table 1.RealTime qPCR primers

[Mouse primers

seqguence

TGFBR1

MTBR1-FWD 5’-CGCTCTGTCCACGGCAAG-3’
MTBR1-RV 5’-TCATGTCTCACAGCAAGTCCC-3’

TGFBR2

MTBR2-FWD 5’-GGCCAAGCTGAAGCAGAA-3’
MTBR2-RV 5’-GGATGTTCTCGTGTTTCAGGTT-3’

TGFB1

MTGFB1-FWD 5’-CTCCCGTGGCTTCTAGTG-3’
MTGFB1 RV 5’-GCCTTAGTTTGGACAGGATCTG-3’

|Human primers

seqguence

TGFBR2

huTBR2 FWD 5’-ACTTTATTCTGGAAGCTGCT-3’
huTBR2 RV 5’-GCTGATGCCTGTCACTTGAA-3'

TGFBR1

huTGFB1 FWD 5’-CCCAGCATCTGCAAAGCTC-3’
huTGFB1 RV 5’-GTCAATGTACAGCTGCCGCA-3’

TGFB1

huTBR1 FWD 5’-CGAGTGCCAAATGAAGAGGA-3’
huTBR1 RV 5’-CGACCTTTGCCAATGCTTTC-3’

STAT5A

huSTAT5A FWD 5’-TTACTGAAGATCAAGCTGGGG-3’
huSTAT5A RV 5’-ATTGTACAGAATGTGCCGG-3’

STATSB

huSTAT5B FWD 5’-CATTTTCCCATTGAGGTGC-3'’
huSTAT5B RV 5’-GGGTGGCCTTAATGTTCTCC-3’

IL8

hu IL8 FWD 5’-CTTGGCAGCCTTCCTGATTT-3’
hu IL8 REV 5’-TTCTTTAGCACTCCTTGGCAA-3’

18s

18s FWD 5’-GTAACCCGTTGAACCCCATT-3’
18S RV 5’-CCATCCAATCGGTAGTAGCG-3’
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Mouse PMNs in PCa CM
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C42B pan-Kinase Array
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