
 

 

Supplementary Figure 1: When comparing older vs younger controls (cutoff 65 years of age), the 
top 20 down-regulated (A, C) and up-regulated (B,D) pathways in Gene Ontology analysis of 
RNAseq data reveal that in both STG (A, B), and visual cortex (C, D), expression of genes 
involved in synaptic function are decreased and genes involved in inflammation and regulation of 
the cell cycle are increased.  
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