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Supplementary Fig. 2
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Supplementary Fig. 3
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Supplementary Fig. 5
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Supplementary Fig. 6
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Supplementary Fig. 7
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Supplementary Fig. 8

a
VHCsTreatment

low (1-3)

0 0 1833RMC-113

high >3

Bystanders

zero

421DMSO 2649 5571
RMC-113 115 1363 6388

DMSO 0 0 1369

SARS-CoV-2

Uninfected

Infection 
   status 

c d
W

D
FY

3 
((

lo
g 2 (

C
P

M
+1

))

4

6

8

10

0

2

p=2.06e-23
p=0.79

p=9.83e-13

InfectedUninfected

DM
SO

RM
C-

11
3

DM
SO

RM
C-

11
3

AT
G

14
 ((

lo
g 2 (

C
P

M
+1

))

4

6

8

10

0

2

p=0.78
p=0.006

p=1.24e-14

InfectedUninfected

DM
SO

RM
C-

11
3

DM
SO

RM
C-

11
3

Initiation
E

longation
Fusion

R
M

C
-1

13
 v

s 
D

M
SO

 (U
ni

nf
ec

te
d)

R
M

C
-1

13
 v

s 
D

M
SO

 (I
nf

ec
te

d)

In
fe

ct
ed

 v
s 

un
in

fe
ct

ed
 (D

M
SO

)

1      2     3

STX17

SNAP29
RAB7A

VAMP8

PLEKHM1
GABARAP

VPS11
VPS16
VPS18

VPS33A
VPS33B

VPS39
VPS41

ULK1
ATG13

RB1CC1
BECN1

MTOR

ATG7
ATG10
ATG12

ATG16L1
MAP1LC3B

SQSTM1
WDFY3

LAMP2
TECPR1

ATG14

H
O

P
S

 c
om

pl
ex

S
N

A
R

E
 

co
m

pl
ex

NBR1
TAX1BP1

 -2          0          2
 log2 fold change

fe

b



Supplementary Fig. 9
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Supplementary Fig. 10
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