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2. removal cell debris / doublets / beads 3. remove drift 4. flowCut algorithm
10+ Residual 104 Gsel 10+ Width 0.008 -]
906% 99.6% 90.7%
0,006
5 ] 2
E} 8 2
2 l 2 0,004
8 < 8
T
- 0.002{
B R T L L L R L LU S L U T T T
00 72M 14M  22M  29M 00 72M 14M  22M  29M 00 72M 14M 22M  20M 00 72M 14M  22M  20M S.0M 90M  19M  29M  39M 0 100 200 300 400
time time time time time separation
5. selecting stable flow 6. debarcoding 7. selecting live cells 8. selecting CD45* cells 9. batch normalization
10 400K 10 — 10¢ Coa5 cells 104
table table E ve cells. o
. I e .
300K . -
N 10 10 R I 344 i
T S 1 4
3 10 200K \\ S 104 S, O, 104 —>
2 s IS > ] % b3 i
e ] 8 7 < 2
100k w 107
o] BELSEal g Ralal @)
LS o B B o T rrom T T T T T T T LI B S TT T T T T 11171
-10M 63M  14M  21M  28M 00 02 04 06 O o 10 102 100 10¢ 00 69M 14M  21M  28M 12345678910 12345678910
time separation 195Pt time samplelD samplelD
10° CD3* T cells 10% 4 ® DCs, monocytes
DCs, monocytes, 10° &NK cells
NK cells & B cells 3 CD19* B cells
1021 : /—»
— 10?4
10" 4
04
0 10* 10* 10

0 10' 10° 10° 10°
cD3

CD19



