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K05349; beta-glucosidase [EC:3.2.1.21]

K03046; DNA-directed RNA polymerase subunit bet.
[EC:2.7.7.6]

K02355; elongation factor G

K01190; beta-galactosidase [EC:3,2.1.23]

K21572; starch-binding outer membrane protein,
SusD/RagB family

K21573; TonB-dependent starch-binding
membrane protein SusC
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K07795; putative tricarboxylic transport membrane
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uctase [EC:1.1.1.100]
KO07497; putative transposase

K03088; RNA polymerase sigma-70 factor, ECF |
subfamily

K03406; methyl-accepting chemotaxis protein

K02014; iron complex outermembrane recepter |
protein
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K00059; 3-oxoacyH acyl-carrier
reductase lmlm

K02355; elongation factor G-
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K02529; Lacl famly transcriptional requiator ™
g K07483; transposase - 200
K01955;

K05349; beta-glucosidase [EC:3.2.1.21]
K03088; RNA polymerase -70 factor, ECF
- subfamily
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K01990; ABC-2 type transport system ATP-binding
protein

XO749T; putative transposase
K06147; ATP-binding cassette, subfamily B,
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