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ttaatggtatactatgggatataaaca 4758
——————————————————————————— 657

Percent Identity Matrix - created by Clustal2.l

1: MchSLEl 100.00 52.16
2: KX018543.1 52.16 100.00
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Percent Identity Matrix - created by Clustal2.l
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#

1:
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MchSLEZ2 100.00 51.08
KX018543.1 51.08 100.00



