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Cleavage of the ADAMTS13 Propeptide is not Required for Protease Activity

Supplemental Data

Candidate Mus musculus ADAMTS13 cDNA sequence

The mouse sequence is from NCBI Entrez GenomeScan model Mm2 39245 30 123 3,
which overlaps with LocusLink LOC279028 and GenBank XP_ 205053. The 5' end of the
transcript that includes exons 1-4 appears to be correctly spliced. Some later
exons appear to have been predicted less successfully.

>lcl|Mm2 39245 30 123 3

ATGAGCCAGCTTTGCCTGTGGTTGACGTGCCAGCCTTGTTATGCTGTCAGTGTCAGAGGA
ATCCTCACTGGTGCCATCTTCATTCTGGGCTGCTGGGGGCTCTCTGACTTCCAGAAGAGT
CTTCTTCAAGATCTGGAGCCCAAGGATGTGTCTTCTTACTTTGGCCACCATGCTGCTCCA
TTCACAGGCCATCCTCCCTCTCACCTCCAGAGACTGAGACGGAGAAGGACTTTGGAGGAC
ATTCTGCACCTGGAACTCCTGGTAGCTGTGGGCCCCGATGTTTCCCGGGCTCATCAGGAG
GACACAGAACGCTACGTGCTCACTAATCTCAATATCGGGTCAGAACTGTTGAGAAACCCA
TCCCTGGGAGTCCAGTTCCAGGTGCACCTGGTGAAGCTAATCACCCTCTCTGACTCAGAG
AGTACTCCGAATATCACGGCCAACATCACCTCATCCTTGATGAGCGTCTGCGAGTGGAGC
CAGACGATCAACCCCCACGATGACAGGGATCCAAGTCACGCTGACCTGATTCTCTATATC
ACCAGCAACGTGGCTGGTGCCACTGTCCTTGTGATTCATTTTCTCTTATCAAGGTTTGAC
CTGGAGTTGCCTGATGGCAACCAGCAGGTTCGGGGTGTCACCCAGCTGGGAGGTGCCTGC
TCCCTTTCCTGGAGTTGCCTTATCACTGAGGATACTGGCTTTGACCTGGGGGTCACCATC
GCCCATGAGATTGGGCACAGCTTCGGGCTGGACCATGATGGTGCTCCAGGTAGTGGCAGC
ACCTGCAAGGCCAGTGGCCACGTGATGGCGGCTGATGGCGCAACACCTACTGGAGGGACC
CTGGAGTGGTCTGCCTGCAGCCAAAGGCAGTTGCAGCACCTACTCAGCACAGGGCAAATG
CACTGCTTCCAGGACCCACCTGGGCTGCAGTCAGGACTTACACGGCACCAGCTGATGGCA
CAGCCTGGCCTCTACTACAGTGCAGATGATCAGTGCCGTGTGGCTTTCGGTTCTGGGGCT
GTCGCCTGCACCTTCTCCAGGGAGGGTCTGGATGTATGCCAGGCCCTGTCCTGCCACACA
GACCCCTTGGACCAAAGCAGCTGCAGCCGCCTCCTTGTTCCTCTCCTGGATGGGACAGAA
TGTGGTGTGGAGAAGGTTGGAGTAGTGAGAGGGATGAAGCTATGGTGCTCCAAGGCTCGC
TGTCGCTCCCTAGCTGAGCTGGCTCCTGTGGCTGCAGTACATGGACACTGGTCTAGCTGG
GGCCCCCATAGTCCCTGCTCCCGATCCTGTGGAGGAGGTGTGATTACCAGGAGGCGGTGG
TGCAACAACCCCAGGCCTGCATTTGGGGGACGTGCATGTGTGGGTGAAGACCTCCAGGCT
AAGATGTGCAACACGCAGGCTTGTGAGAAGACTCAGCTGGAGTTCATGTCCGAGCAGTGT
GCCCAGACAGACAGACAACCACTGCAACTTTCCCAAGGCACTGCCTCCTTCTACCACTGG
GATGCTGCTGTGCAGTATAGTCAAGGAGATACCCTGTGCAGACACATGTGCTGGGCTGTT
GGAGAAAGCTTCATTGTCAGCCGTGGGGACAGGTTCCTAGATGGGACCCGTTGTGTGCCA
AGTGGTCCTCAGGATGATGGGACCCTAAGCCTCTGTTTGTTGGGCAGCTGCAGGACCTTT
GGCTGTGATGGCAGGATGGACTCCCAGAAGGTTTGGGATGCGTGCCAGGTGTGTGGAGGA
GACAACAGCACCTGCAGCTCACGGAATGGTTCTTTCACAGCTGGGAGAGCCAGAGAATAT
GTCACGTTCCTGATTGTTACTCCCAACATGACCAACGCACACATTGTCAACCGCAGGCCCT
CTCTTCACACACTTGGCGGTGAGGATCCAGGGCCACTACATTGTGGCAGGGAAGACTAGC
ATCTCACCCAACACCACCTACCCTTCCCTTCTGGAGGACTACCGTGTGGAATACAGAGTG
ACTCTCACTGAGGACCAGCTGCCCCACTTAGAGGAGATTCACATCCGGGGACCCGTCCGG



GATGACATTGAGATTCAGGTGTACAGACGATATGGAGGAGAATATGGGGATCTTACACAC
CCAGACATCACCTTTTCCTACTTTCAACTGAAGCAGCAGGCAGCCTGGGTATGGACCGCT
AAGCGTGGACCCTGCTCAGTGAGCTGTGGGGCAGGGCTGCGCTGGGTGACCTACAGCTGC
CAGGATCAAGCTCAAGACAAGTGGGTAAAGAACGCCCAGTGCCAAGGGAGCCCACAGCCA
CCTGCATGGCAAGAGCCTTGTGTCTCTGCCCCCTGCTCCCCATATTGGGTAGCTGGGGAC
TTCAGCCCATGTAGCGTGTCTTGTGGCGGGGGCCTTCGGGAGCGGTCACTGCGCTGTGTA
GAGACCCAAGATGGCTTCTTAAAGACACTGCCACCTGCCCGGTGCAGAGCAGTAGCCCAG
CAGCCAGCAGCAGAAGTGGAAAACTGCAACTCCCAGCCCTGTCCCACCAGGCGAGTATAT
CAAGGTCTGGACTCAAGGAATGTGACATGTGTGTCCAGGGCGGGTGACCCGGAGAAGCCA
GAAACTGCAGGCCCCTGCCGCACCGACGAGATGTCAGCTATGCTGGAGCCCTGCTCCAGG
AGCCTGTGTTCTCCAGGCTTGGGTCAGGTGGACAACACCATGTCTCTGGGAGAGGAGGCT
CCATCCCCGGTGGGCAGTGACAAGCCAGGGGCTCAGGCTGAGCATGTGTGGACCCCTCTG
GTGGGGCTGTGCTCCATCTCTTGTGGGAGAGGTCTGAAGGAACTGTATTTCCTGTGCATG
GATTCTGTCCTCAAAATGCCTGTCCAGGAAGAGCTATGCGGCTTGGCTAGTAAGCCCCCA
AGCCGGTGGGAGGTCTGCAGGGCTCGCCCCTGTCCTGCTCGGTGGGAGACTCAAGTCTTG
GCACCGTGCCCGGTGACCTGTGGTGGGGGGCGAGTGCCACTGTCTGTTCGTTGTGTGCAG
CTAGACCGTGGCCACCCGATATCTGTACCTCACTCCAAGTGCTCGCCAGTGCCTAAGCCA
GGCTCCTTCGAGGACTGCAGCCCTGAGCCTTGTCCTGCTAGATGGAAAGTCCTGTCCCTT
GGCCCATGCTCAGCCAGCTGTGGCCTTGGCACTGCCACACAAATGGTGGCCTGCATGCAG
CTTGACCAGGGCCATGACAATGAGGTGAATGAAACTTTCTGTAAGGCTCTAGTGCGGCCT
CAGGCCAGTGTCCCCTGCCTCATTGCTGACTGCGCATTCCGGTGGCACATCAGCGCCTGG
ACAGAGTGCTCTGTCTCCTGTGGGGACGGTATTCAGCGCCGGCATGACACCTGCCTTGGA
CCCCAGGCCCAAGTGCCTGTGCCAGCCAATTTCTGCCAGCACCTGCCCAAGCCAATGACC
TGGTCCCAGCCCCGAGCCCGGACCCCCACCCTTTTCTCAGCCTCCCAGTCTCTGGGGCTC
CAGGAAAACCTGGAAGAGCATGGTGCCTGTGGAAGGCAGTACCTGGAGCCCACAGGAACC
ATTCACATGCGAGATCAAGGACGGCTAGACTGTGTGGTGGCCATTGGGAGACCTCTAGGT
GAAGTGGTGACCCTACAAATCCTTGAGAGCTCCCTCAAGTGTAGTGCAGGGGAGCAACTG
CTGCTCTGGGGTAGGTTCACATGGAGGAAGACATGCAGGAAGATGCCTGGCATGACTTTC
AGCACCAAAACCAACACAGTGGTGGTGAAGCAGCATCGTGTGCTGCCAGGGGGTGGAGTG
CTGCTACGGTACTGGAGTCAACCTGCCCCGGGGACCTTCTACAAAGAATGTGACAGGCAG
CTCTTTGGACCTCGGGGTGAAATTGTGAGTCCCTCACTGAGCCCAGACGGGAGGAAGGCA
GGGACCTGCAGGGTCTTCATCAGTGTGGCTCCACAGGCCCGCATTGCCATCCGCGCCCTG
GCCAGTGATATGGGCACTGCTTCTGAGGGGACCAATGCCAACTATGTCTCGATCAGGGAC
ATCCACAGTCTGAGGACCACAACATTTTGGGGGCAGCAGGTGCTCTACTGGGAGTCCGAA
GGCAGCGAGGCTGAACTGGAGTTTAGCCCTGGCTTCCTGGAGGCACATGCCAGTCTCCAG
GGCGAGTATTGGACCATCTCACCTAGGACATCGGAACAGGACGACAGCCTGGCTCTGTCC
TAG

Candidate Rattus norvegicus ADAMTS13 cDNA sequence

The rat sequence is from NCBI Entrez GenomeScan model NCBI Entrez GenomeScan
model Rn3 990 1 5 5. The 5' end of the transcript that includes exons 1-4
appears to be correctly spliced. Some portions of later exons deviate
significantly from the structure of human ADAMTS13.

>1cl|Rn3 990 1 5 5
ATGAGCCAGCTTTGCTTATGGTTGCCGTGCCAGCCTTTTCTTGCTGCCAGTATCAGAGGA



ATCCTCACGGGCGCCATCTTCATTCTGGGCTGCTGGGGGCTCTCTGATTTCCAGAAGAGT
TTTCTTCAAGATCTGGAGCCCAAGGACTTATCTTCCTCCTTCAGCCGCCATACTGCTCCA
CTCACAGGCCATCCTTCCTCTCACCTCCAGAGACTGAGACAGAGGAGGACTTCGGAGGAC
ATTCTGCACCTAGAACTCCTGGTAGCTGTGGGCCCCGATGTTTACCAGGCTCACCAGGAG
GACACAGAGCGCTACGTGCTCACCAACCTCAATATCGGGTCAGAACTGTTGAGAAACCCG
TCCCTAGGGGCTCAGCTCCAAGTGCACCTGGTGAAGCTGATCATTCTCTCGGACTCAGAG
AATACTCCGAATATCACGACCAACATCACCTCATCCTTGATGAGTGTCTGCGAGTGGAGC
CAGACGATCAATCCCCATGATGACAGGGACCCAAGTCATGCTGACCTGATCATCTATATA
ACCAGGTTTGACCTGGAGCTGCCGGATGGTAACCAGCAGGTTCGGGGAGTCACCCAACAG
GGTGGTGCCTGCTCTCCTTCCTGGAGTTGCCTTATCACTGAGGACACTGGCTTCGATCTG
GGGGTCACCATTGCCCACGAGATTGGACACAGCTTTGGGCTGGACCATGATGGTGCTCCA
GGCAGTGGCAGCACCTGCGAGGCCCGTGGCCATGTGATGGCATCTGACGGCGCAGTGCCT
GCTGGAGGGGCCCTGGAGTGGTCCACCTGCAGCCAAAGGCAGCTGCAGCACCTGCTCAGC
ACAGGGCAAATGCACTGCCTCTGGGACCCGCCCGGGCTGCAGTCAGGACTCACATGGCAC
CAGCTGGTGGCACAGCCTGGCCTCTTCTACAGTGCAGATGACCAGTGCCGTGTGGCTTTC
GGCGCCGGGGCTGTCGCCTGCACCTTCTCCAGGGAGGGTCTGGATGTATGCCAGGCTCTG
TCCTGTCACACAGACCCCCTGGACCAAAGCAGCTGCAGCCGCCTCCTTGTTCCTCTCCTG
GACGGGACAGAATGTGGTGTAGAGAAGTGGTGCTCTAAGGCTCGCTGTCGCTCCCTAGCT
GAGCTGGCTCCTGTGGCTGTGGTACATGGACACTGGTCTAGCTGGGGCCCCCACAGTCCT
TGCTCTCGATCCTGTGGAGGAGGTGTGATCACCAGGAGACGGTGGTGCAACAACCCCAGG
CCTGCATTTGGGGGACGTGCATGTGTGGGCGAGGACCTCCAGGCTAAGATGTGCAACACG
CAGGCTTGTGAGAAGACTCAGCTGGAGTTCATGTCAGAGCAGTGTGCCCAGACAGACAGA
CATCCACTGCAACTTTCCCAAGGCAGTGCCTCCTTCTACCACTGGGATGCTGCTGTGCAG
TATAGTCAAGGGGATACTCTGTGCAGACACATGTGCTGGGCTGTTGGAGAAAGTTTCATT
GTCAGCCGTGGGGACAGTTTCCTCGATGGGACCCGTTGTGTGCCAAATGGTCCTCGGGAG
GATGGGACCACCTTTGGCTGTGATGGCAAGATGGACTCCCAGCAGGTTTGGGATGCGTGC
CAGGTGTGTGGAGGAGACAACAGCACCTGCACTTCCCAAAATGGCTCTTTCACAGCTGGG
AGAGCCAGAGAGTATGTCACGTTCCTGATAGTCACTCCCAACATGACCAGCGCACACGTC
ATCAACCACAGGCCTCTCTTCACACACTTGGCGGTGAGGATCCAGGACCACTACATTGTG
TCAGGGAAGAGCAGCATGTCGCCTAACGTCACGTACCCTTCCCTTCTGGAGGACTACCGC
GTGGAGTACAGAGTAACTCTCACTGAGGACCAGCTGCCCCGCTTAGAGGAGATTCACATC
CGGGGACCTGTCCGGGATGACATTGAGATCCAGGTGTACAGACGATATGGAGGAGAATAT
GGGGGTCTTACACACCCAGACATCACCTTTACCTACTTCCAACGGAAGCAGCAGGCAGCC
TGGGTATGGGCCGCTAAGCGTGGGCCCTGCTCAGTGAGCTGTGGGGCAGGGCTGCGCTGG
GTGACCTACAGCTGCCAGGATCAAGCTCAAAACAAGTGGGTGAGGAACGCCCAGTGCCAA
GGGAGCCCGCAGCCACCTGCATGGCAGGAGCCTTGTGTCTCTGCCCCGTGCCCTCCACAC
TGGGTAGCTGACGACTTTGGCCCATGCAGCGTGTCTTGTGGCGGAGGCCTTCGGGAGCGG
TCACTGCGCTGTGTAGAGGCCCACAATGGCTTCTTAAAGACGTTGCCGCCAGCCCCATGC
AGAGCAGTAGCCCAGCAGCCAGCAGGAGAGGTAGAAAACTGCAACTCCCAGCCCTGCCCC
ACTGGATGGGAGGTGTCAGACCCTAGCCCTTGCGTGTCATCTGCGTGTGAACCCGGTCTG
GAGTCAGGGAGTGGGACATGTGTGCCCAGGGTGGGTGACTCAGAGAAGCCAGCGATGGCA
GGCCCCTGCCGCCCGGATGACATGTCACCTGTGCCGGAGCCCTGCGTTAGGACCACATGT
TCTCCAGGCTCGGGTCCGGTGGACACCATGTCTCTGGGAGAGGAGGCTTCATCCCCAGTG
GGCAGTGGCAAGCCAAGCTCTCAGGCTGAACATGTGTGGACTCCTCTGGTGGGGCTGTGC
TCCATTTCTTGTGGGAAAGGTCTGAAGGAGCTGTATTTCCTGTGCATGGATTCTGTCCTC
AAGATGCCTGTCCAGGAAGAGCTATGTGGCTTGGCCAGTAAGCCCCCAAGCCGGTGGGAG
GTCTGCAGGGCTCGCCCATGTCCTGCTCGGTGGGAGACTCGAGTCTTGGCACCGTGTCCG
GTGACCTGTGGCGGGGGGCGAGTGCCGCTGGCCATTCATTGTGTGCAGCTGGACCACGGG



CGCCCTGTGTCTGTACCTCACTCCAAGTGCTGGCCAGCACCTAGGCCAGGCTCCTTCGAG
GACTGCAGCCCTGAGCCTTGTCCTGCTAGATGGAAAGTCCTGCCCCTTGGCCCGTGCTCA
GCCAGCTGTGGCCTTGGCACTGCCACACAAATGGTGGCCTGCGTGCAGCTTGACCAAGGC
CATGACAATGAGGTGGATGAAACTTTCTGTAAGGCTCTGGTGCGGCCCCCCGCCAGTGTT
CCCTGCCTCATTGCTGACTGTGCATACCGGTGGCACATCAGCACCTGGACAGAGTGCTCC
GTCTCCTGTGGGGATGGCATCCAGCGCCGGCATGGCACCTGCCTCGGACCCCAGGCTCAA
GTGCCTGTGCCAGCCAACTTCTGCCAGCACCTGCCCAAGCCAGTGACTGTGAGAGGCTGC
TGGGCTGGACCCTGTGCAGGGCAGAAGATCTCCAGCTCGCTGCCTCACAAGGAAGCTACT
CTTCCCAGCCAGACCCTGGCTGCGGTTACTGCTGCCTCTCTGCAATGGTCCCAGCCCCAA
GCCCAGGCCCACAGCCTTTTCCCAGACTCCCAGTCTCTGGGGCTCCAGGAAACCCTGGAA
GAGCCTGGAGCCTGTGGAAGGCAATACCTGGAGCCCACAGGAACCATTGACATGCGAGGT
CAAGGACAGCTAGACTGTGTGGTAGCCATCGGGAGACCTCTAGGTGAAGTGGTGACCCTC
CAAATCCTCGAGAGCTCCCTCAAGTGCAGAGCAGGGGAGCTGCTGCTGCTCTGGGGTAAG
TTCACATGGCGGAAGATGTGCTGGAAGATGTCTGGCAGGACTTTCAGCACAAAAGCCAAC
ACGGTGGTGGTGAGGCAGCATCGTGTGCTGCCGGGAGGTGGAGTGCTGCTACTGTACCGG
AGCCAACCTGCCCCAGGGACCTTCTACAAAGAATGTGACAGGCAGCTCTTTGGACCTCGG
GGTGAAATCACGAGTCCCTCACTGAGCCCAGACGGGAGGAAGGCAGGAACCTGCAGGGTC
TTTGTCAGTGTGGCCCCACAGGCCCGAATTGCCATCCGTGCCCTGGCCAGTGACATGGGC
ACTGCTTCTGAGGGGACCAGTGCCAACTATGTCTCGATCAGGGATATCCACGGTCTGAAG
ACTACAACATTTTGGGGGCAGCAGGTGCTCTACTGGGAGTCCGAAGGCAGTGAGGCTGAA
CTGGAGTTTAGCCATGGCTTCCTGGAGGCGCATGCCAGTTTCCAGGGCCAGTATTGGACC
ATCCCACCGAGGACACCGGAACAGCTGGCTCTGCTGAACAGCACAGTGGAGCAGCGCTGC
AGGTGGGATGCTGATGACAGGGCTGCAGGCCCCTCGGCCTGTGCCATCTCTGGACTCTTC
AACTGCGTCACGATCCACCCTCTGAACATCGCAGCTGGGGTGTGGATGATCATGAACGCC
TTTATCCTGTTGCTGTGTGAGGCCCCCTTCTGCTGCCAGTTTGTGGAGTTTGCAAACACA
GTAGCTGAGAAGGTTGACCGGCTGCGCTCCTGGCAGAAGGCCGTCTTCTACTGCGGGATG
GCCATCGTCCCCATCGTCATGAGCCTGACCCTGACTACACTGCTGGGCAACGCCATCGCC
TTCGCCACGGGGGTGCTGTACGGACTGTCTGCCCTGGGCAAAAAGTGCGTCTACAGCCCA
GTCCCGGGGGGAGATGCCATTTCTTATGCTCGGATCCAGCAGCAGAGGCAGCAGGCGGAT
GAGGAGAAGCTGGCTGAGACATTCGAGGGGGAACTGTGA

Candidate Fugu rubripes ADAMTS13 cDNA sequence

Sequence derived from Joint Genome Institute gene model FRUP00000165554 was
obtained from http://genome.jgi-psf.org/fugu6/fugu6.home.html and is shown in
uppercase characters. 168 nucleotides for candidate exon 1, exon 2 and exon 3
(partial) are shown in lowercase characters.

>Extended FRUP00000165554 transcript sequence
atgtttttactgattcagctctgtgttctecttgetgeccgectggectggectgttetectgagttetectte
tgatgagtctttgcttgtatccattaagctcteccgatctcaggcaaagagaacatttttecctettttgatt
ctgtccctgatgactctggatttatt
CCACTTTTCAGCAGAGGACGCGCGCGTCGGTCGGTTTTGATGCCTGATGTTACACATCTGGAGCTTCTCG
TTGTGGTCGGACCTGATGTGCATCAGGTCCACAAGCAGGACACGGAACGATACATCCTCACCAACCTAAA
TATTGCCTCAGAGCTGTTGAGAGACATTAGCCTGGGCGGCAACATGAGGGTGCACCTGGTCCGCATGATC
ATCCTGTCAGAGCCAGAGCCGGAGATCCAGCTGTCGACCAACATCACGTCTTCCCTCACCAGTGTGTGTG
AGTGGGGCAGGAAGATAAACCCCGCGAATGATTCAGACCCCCTGCATGCTGATCTTCTCTTGTACATCAC



GAGGTATGACCTGGTGTTGCCTGATGGGAATAACCAGGTCAGGGGTGTGGCACAGCTGGGCGGGGCCTGC
AGTAGCGAGTGGAGCTGCGTGATCACCGAGGACACGGGCTTTGACCTGGGGATTACCATCACTCACGAGA
TTGGTCACAGTTTTGGAATCAACCACGATGGAGTGAGAAACACCTGCAGCCGATCCGGCTTCATCATGGC
CTCTGATGGAGGCTACAACAGCGTGGATCTGACCTGGTCCCCGTGCAGCCGACAGCAGCTGCTCGCCTTC
TTCAGTGACGGAAAAGCGGAATGTGTGAAAGACCTTCCTGTACTGGAAGGCTCTCTGCAGGACTGGAAAC
CTGGTCTGTATTATGGTGTGGATGACCAGTGTCGCATAGCGTTTGGTAGCGCCGCACGAGCCTGTTCCTT
CACCAACAGCGACTTGGTCACCTGTCGCACCCTGTCTTGTCACGTCAACCCTGGGGATGACAGCTCATGC
AAACGCCTCTTAGTTCCACTGCTGGACGGGACAGAATGTGCACCTCATCGGTGGTGCTTGAGGGGTCATT
GCGTGTCTACGGAGGAGCTGAGCTCCTCTGTGGTGGTGCACGGCGCCTGGTCCAGCTGGTCCGGGTTCTC
GCCTTGTTCACGTACTTGCGGTGGAGGAATTTCTCATCGCACGCGTAAATGCACCAATCCGAGACCTGCC
TTTGGAGGGAGCGATTGTGAGGGAGCAGATGTTGAAGCTGAACTTTGTCACCAGCAGCGATGTGAAAACA
GAACTCAGCTGGACTTCATAGCAGAACAGTGTTCCAGAACAGACTCCCAGGCTCTCTACCTGCTACCAAA
CGCCGCCTCCTTCTACACGTGGATCCCTGCTGTAGGATTTACACAAGGAGAGGAACAGTGCCAATACATG
TGCCAGTCAGATGGGGAGAACTTCCTCGTGAGACGTGGTTCTCAGTTCCTGGACGGAACTCGCTGCGAGT
CGGACGCTTCACCTCCGTTTGGCTCCACGGCGGCTTGTTTGAGAGGCATATGCCAGCTGTTTGGCTGTGA
TGGAACACTGCATTCTGGGAAAGTGAAGGATGTGTGTGGCGTGTGCGGGGGAAACGCATCATCCTGCAGC
TTGAGGTCAGGATCTTACACCGCCGGTCAAGCCAGAGAGTACACCACCTTCCTCTCCCTGCCAGTGAACG
CCACACAAGTCCACGTCATCAACAGGGCGCCCCTCTTCACTCACATGGCTGTGGTATTGAGGAGTCAGTA
CATTGTGGCTGGACGCGGTGCCATGTCTTTGAATGTGACCTACCCGTCTGTTCTGGACGAGGACCGCCTT
GAGTACCGACTGTATCTGACCCCTGATCTCCTGCCTGAAATGGAGGAGCTGCTGCTGCCTGGACCACTGC
AGGAAGAGATAAACGTAGAGGTCTATCGTAAATATGGAAAGGAATATGGAGAGCAAACGAATCCAAACAT
TAGCTTTCAGTTTTATGTGCCTGGGCCTCCCAAAGATGTGACAAACACCAAACTTAAAGGCAAATGGACA
TTTGTCACAACACCCTGCTCCGTGTCTTGTGGATCAGGTCTGTGTACCAGAAATCTTATCAGACATCACC
AATGCTTGAAGGTCTTGTTGCCTTACAGGTGGGATACGGGCCCGTTTGGACCCTGCAGTGCTTCCTGTGG
TGGAGGAGAGCGTAAACGCCTCCTGAAATGCGTTCAAGTACTTGGGGGCACCGTGACGCAGGTTCAAAAT
TCAGACTGTCCAGCAGATAAAGCTCCTACGTCTGTTGAAAGATGTAACCTGCAACACTGCCCTGCCAGGT
GGCAGGTCTCAGAACCAGGAGAATGTTCTGCTGTTTGCGGGCCAGGAGAAGCCAAGCAGGTTGTGTCCTG
TGTGCGTCCAGAAAACGGACAGGATGTCAAAGTGGACGAACGCTTTTGTCAGAGACTGAAGAGACCAGCC
GATTCTGTGCCCTGTGTGGTCAATGTCTGTCCTATTGGATGGGAATCAACGGGGCAGGACCAGGTCCTGT
TGAAGTCGCTGCCAGACACAAAACAAGATCCTGTGTATGTGTGGAGCCCCATTATCAGCAAGTGCTCCAA
GACCTGTGGAAATGGAACCCTACAGCTGTGGTTTTCCTGTGTGGACCACCAGACCAGACTCGGGGTCGAA
GACTTGTACTGCGACGCTTCCACCAAACCGCCTCCTCAGTCTGAGAGCTGCAGCACGTCTCCCTGTCCTC
CTACGTGGCGCTTTAAGCAAGGAGCGTGCAGCGTAACGTGTGGAGGCGGGTTGGCCAACAGAGTCCTGTA
CTGTGGAAGGGAGGCCGGAGGAGAGGAGGAGGAGGTGCTGGAGGATTCAGACTGCAGCCACTCGGTCAAA
CCCACGGCCGTGGTTTCGTGCAACGGCCACAGCTGCCCAGCGAGATGGAAAGTGTCGCGGACGTCGCCCT
GCTCGGCGTCCTGTGATCTCGGCATCGCTCAGAGGGCCGTGTCTTGTGTCCGGTTCATCAACGGCACAGA
GAGCGCAGTGGCGGAGGAAAAGTGCCACGCTGGGGTCAAACCAGCCACCAGCGTTCCCTGTCTGGTGCAG
GTCTGCACCTTCAGATGGGAGGTGAAACCTTGGAGCCAGTGTTCAGTCTCCTGTGGATACGGGATCCAGT
CCAGAGCCGTGTCTTGCATGGGTCCCTCGCATCCGCAGCCTCTAAGCCCCATGCTGTGCATGCACATGCC
CAAGCCCATCACCATCCAGAGCTGCAGCACGGGGAGCTGCAGCGAGGAGCGACCTTCCCACGCCGGCACG
CCGCTGCAGCCCACGGCTCGCACCGCTCCTCCAGGTCCAACAGAGGCCAGCACCGTCCTTCAGAACCTCA
CAACCCCTATTCCCGTCACCAAGATGAGTTTATTCTCTTGGCGTTGGGTCTCACCAGATCCATGTGGGCA
CCTTCTCCTGCAGCCATCAGGCACTGTGGACCTGAGGGACGTAAGTGGACGCTGCACAGTGTCCATTGGT
CGGCCACTGGATGAGGTCATCTACGTCAAAGTGGAATCTGGCACCCTGAACTGCAAACTGCAAAGAGAGT
ACGTGGCGTTTTTTGACCGGCTGGTGTTTGTGAGGAAGTGCAAGCAGGTGACAGGAACTGAGCTGACCAC
GCGAACCAACGTCCTGCTGGTTCGCCAAAGCCTGCTGACCCCTGGGAATGGGGTCGTCTTGACTTTCAAC
TCCATGAAGAACACGAAGAGGAGCCATCATCAGGATTGTGACGTTCAGCTGTTTTCACCGAGTGGCATCT
TTGAGAATCCAACAACTTCCCACACTAACCACACCTGCAGGGTCCTCCTCAATCCCCCTTCGGTGAAGAT



CCAAATCCAAGCGCTGCACATCGGACTCAACGCCACCAACTCTCAGTCTACATACATCATGGTGAACACA
CACTTTTCATGGGACATGGACATCTTAAAGACCACCGTGTTTAAAGGCCGCCAGCTGTTCCTGTGGCACT
CGTCCGGAAACATGGCTGAGGTGGAATTTCATGGCGATTTCCTGCGATCCAAAGGAAGCTTCAGAGCAGA
ATAT



