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Figure S1

A. Xcr1+ DCs in DLNs of MOC1P-ova/MOC1esc1-ova harvested 10 days post inoculation were analyzed by flow cytometry. Total number of cells per

 LN and number of cells per 10,000 CD45+ cells are shown. (n=5, representative data of two independent experiments.)

B. Representative gating strategies for Figure 1B, C.

Individual data and mean ± SD are plotted in Figure S1A. Data were analyzed using the Mann–Whitney U Test to generate two-tailed P values in Figure S1A.


