Baseline (B) epithelial programs
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Follow-up timepoint 1 (FU1, post-chemo) epithelial programs
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Follow-up timepoint 2 (FU2, post-ICB) epithelial programs
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ial cNMF programs per sample at (A) baseline,

(B) post-chemotherapy (FU1) and (C) post-immunotherapy (FU2).



