Baseline (B) myeloid programs
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FU2 (post-ICB) myeloid programs

pM1_FU2 (shared, proliferation) - l
PM2_FU2 (unique, LEF1) -
pM3_FU2 (unique, MMP12) -

PM4_FU2 (shared, cDC2) - l l l 06

PM5_FU2 (unique, basophils) -

PMB_FU2 (shared, pDC) - l 05

PM9_FU2 (shared, CLEC9A XCR1 DC) - l

l . l o4
pM11_FU2 (unique) -
pPM13_FU2 (shared, IL1) - l -

PM14_FU2 (unique, ISG) -

PM10_FU2 (shared, neutrophil) -

PM17_FU2 (shared, CXCL9 mono/macs) -
PM18_FU2 (shared, mast) -

PM19_FU2 (shared, C1Q macs) -

pPM20_FU2 (shared, mregDC) -

pM21_FU2 (unique) -

Mast -
aDnC -
cDC1-

M1_CXCLS -
M1_FCGR38 -
M2_APOE -
M2_C1QC -
DC2-
pDC -

M1_CD40 -

M1_FCN1 -
M1_IFIT2 -
M1_INHBA -
M1_TNF -
M2_SPP1 -
M2_STMN1 -

M1_VCAN -

M1_TNFAIP6 -
M2_NR4A2 -

M2_HLA-DQB1 -

Baseline (B) T cell programs

0.4
PT2_B (shared) -

PT1_B (shared, translation)

PT3_8B (shared, histone) -

pT4_B (shared, HSP) -

03
pT9_8 (shared, proliferation) -
PT10_B (shared, innate) -
0.2
PT11B (shared, JUN, FOS)
pT12_8 (shared, Treg) -
PT13_8 (shared) - Lo,

PT14_B (shared, activated, MHCI, ISG) -

PT15_B (shared, CXCR6) -

CD4_Mem -
CD4_Naive -
CDB_Eff -
CDB_Exh -
CDB_Mem -
CD8_Naive -
MAIT
Thi
Th7
Treg
YT -

FU1 (post-chemo) T cell programs
PT2_FU1 (shared) -

0.40
PT3_FU1 (shared, Treg) - .

0.35

. -
PT10_FUI (shared, translation) . 025
PT12_FUI (shared, HSP) .

0.20
PT13_FUL (shared, ISG) -

PT6_FUL (shared, proliferation) -

pTB_FUL (shared, innate) -

PTO_FU1 (shared, activated, MHCII) -

pT14_FU1 (shared, IFNg) -

~0.15
pTIsF rmres Fo] ._ .
-0.10
PT16_FU1 (shared) -
pT17_FU1 (shared, $100) - -0.05

PT18_FU1 (shared, FU2, CXCL13, activation) -

€D8_Eff -
MAIT -
Thi
Th17
Treg -
V6T -

CD4_Mem -

CD4_Naive -

CD8_Exh -
CD8_Mem -
CD8_Naive -

FU2 (post-ICB) T cell programs

PT2_FU2 (shared, proliferation) -
04
P e . . -

PT4_FU2 (unique, innate) -

PT1_FU2 (shared, CXCR6)

PT6_FU2 (shared, Treg) - *
PTB_FU2 (shared, HSP) -
PT9_FU2 (shared) -
PT10_FU2 (shared) -

PT11_FU2 (shared, cytotoxicity) -

PT12_FU2 (shared, FUL, CXCL13) -

CD4_Mem -
CD4_Naive -
CDB_Eff -
CD8_Exh -
CDB_Mem -
CDB_Naive -
MAIT -
T
Thi7-
Treg -
6T~

Figure S11. Mean usage of myeloid cNMF programs per myeloid cell subset at (A)
baseline, (B) post-chemotherapy (FU1) and (C) post-immunotherapy (FU2). Mean
usage of T cell cNMF programs per T cell cell subset at (D) baseline, (E) post-
chemotherapy (FU1) and (F) post-immunotherapy (FU2).



