UMAP1

A

» EPCAM GKN1 LIPF FABP1
Epithelial cplls in tumor @ ﬁ -
Pitcell Chief cell
* i Muc2 CEACAM5
i 2
A e
69,884 cells Time point : - i X 7R ” expression
[@ Base % %
UMAP2 B Fu1 Enteroendocrine cell Goblet cell Malignangf' cell Proliferating
Broad cell types o5 Numbat tumor classification ;-
® Epithelial pe
¢ e Myeloid ® ftumor
® NK
® Stromal
o T &
i ; »
o <
S 3
= -~
“

UMAP1 UMAP1

Figure S7. (A) UMAP embedding of single cell transcriptomes from epithelial cells
obtained from all samples in this trial. Shown are UMAP embeddings with
expression of key epithelial genes. (B) UMAP embeddings color coded by
predicted annotation of tumor cell v.s. normal cell using Numbat.



