Supplementary Figure S11

A.

Oncogenes

Supplementary Figure S11. Frequency of amplified oncogenes across PDX panel, similarity of
ecMYC/L/N structures, and regression analysis of average drug response versus MYC paralog copy
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Residual Adjusted
Model Standard Error R-squared P-value
Delta AUC ~ MYCs DNA CN 0.1717 0.1692  0.00910 ***
Delta AUC ~ MYCs mRNA 0.1747 0.1340  0.02064 *
Delta AUC ~ ecMYCs 0.1771 0.1098 0.01007 *
Delta AUC ~ ecDNAs 0.1820 0.0601  0.04594 *
Residual Adjusted
Model Standard Error R-squared P-value
Delta AUC EP ~ MYCs DNA CN 0.1888 0.1359  0.02101*
Delta AUC EP ~ MYCs mRNA 0.1888 0.1346  0.02032 *
Delta AUC EP ~ ecMYCs 0.1918 0.1067 0.01106 *
Delta AUC EP ~ ecDNAs 0.1960 0.0673 0.03678 *
Residual Adjusted
Model Standard Error R-squared P-value
Delta AUC OT ~ MYCs DNACN 0.2530 0.1047  0.04669 *
Delta AUC OT ~ MYCs mRNA 0.2560 0.0683 0.10110
Delta AUC OT ~ ecMYCs 0.2562 0.0670  0.03865 *
Delta AUC OT ~ ecDNAs 0.2552 0.0745 0.03092 *
Residual Adjusted
Model Standard Error R-squared P-value

Delta AUC TOPO ~ MYCs DNA CN

Delta AUC TOPO ~ MYCs mRl
Delta AUC TOPO ~ ecMYCs
Delta AUC TOPO ~ ecDNAs

NA

0.1897
0.1877
0.1865
0.1940

0.0462
0.0661
0.0781
0.0023

0.19540
0.13940
0.04262 *
0.30240

number, expression and amplicon type. (A) Oncogenes amplified in PDX models, ordered by frequency of

amplification and by type of amplicon as annotated by AmpliconArchitect. (B) AmpliconClassifier similarity
scores between ecDNAs harboring MYC, MYCL or MYCN from different PDX models. Only the ecMYCN
amplifications between MGH1578-3B and MGH1505-1A are significantly similar in structure. (C) Linear
regression analysis of PDX responses to individual agent EP, OT and topotecan, as well as average drug
response (AAUC??), versus MYC paralog copy number, transcript level, or incorporation into an ecDNA, or

presence of any ecDNA in the model. (created with BioRender.com)
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