Supplementary Table 2. AXIN1 gnomAD analysis

Germline variants and their frequencies as reported by the gnomAD database

Germline variant

Reported frequency

reported in cBioPortal

P263T 1. 45e—4 1
D495E 5.92e-3 1
A526V 1. 02e-3 1
R841Q 8. 58e-3 0
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