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Figure 2 – Supplementary Figure 1 688 

 689 
 690 
Figure 2 – Supplementary Figure 1. Design of pan-Salmoniformes targeted capture array. (A) 691 
Conserved bait sequences were derived from Atlantic salmon (Salmo salar) and rainbow trout 692 
(Oncorhynchus mykiss) reference genomes. (B) Relative contributions of S. salar and O. mykiss 693 
derived bait sequences to the capture array. (C) Classifications and relative abundances of 694 
conserved elements targeted for capture. 695 
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Figure 2 – Supplementary Figure 2 697 

 698 
 699 
Figure 2 – Supplementary Figure 2. Sliding window plots of D showing a large interval of 700 
excess allele sharing. Sliding window plots for trios consisting of Smallmouth (S), Bigmouth (B), 701 
and Nosed 1 (N1), of S, B, and Nosed 3 (N3), and of N3, N1, and B. Positive D values indicate an 702 
excess of the ABBA pattern (red arrows), while negative values indicate an excess of the BABA 703 
pattern. The three plots show a common pattern of excess of allele sharing overlapping with 704 
between B and N1 and B and N3, while there is no excess of allele sharing between B and N1 705 
over B and N3. Horizontal lines signify 3SDs from the mean. 706 
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Figure 2 – Supplementary Table 1 708 

 709 
 710 
Figure 2 – Supplementary Table 1. Summary of reads aligned and targeted element coverage.  711 
 712 
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Figure 2 – Supplementary Table 2 713 

714 
Figure 2 – Supplementary Table 2. Table of significantly underrepresented GO terms. This 715 
table contains the set of significantly underrepresented GO terms among all sample libraries 716 
(Benjamini-Hochberg FDR < 0.05). 717 
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Figure 2 – Supplementary Table 3 719 

 720 
 721 
Figure 2 – Supplementary Table 3. Table of Dtree scores, ƒ 4-admixture ratios, and Z-scores for 722 
each of the 20 trios contained within the Lake Kronotskoe species flock. 16 trios were found to 723 
have a significant, though minimal, contribution of introgressed alleles (asterisks)(Holm-724 
Bonferoni, FWER < 0.01). B, Bigmouth; L, Longhead; N1, Nosed 1; N3, Nosed 3; S, Smallmouth; 725 
W, White. 726 
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Figure 7 – Supplementary Figure 1 801 

 802 
 803 
Figure 7 – Supplementary Figure 1. Landmarks used to geomorphic morphometric analyses. 804 
Landmarks were assigned to each of four bones. The dentary (red), the parasphenoid (blue), 805 
the hyomandibula (green), and the anguloarticulare (yellow). 806 
 807 

808 

.CC-BY-NC 4.0 International licenseavailable under a
was not certified by peer review) is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. It is made 

The copyright holder for this preprint (whichthis version posted April 27, 2024. ; https://doi.org/10.1101/2023.02.24.529919doi: bioRxiv preprint 

https://doi.org/10.1101/2023.02.24.529919
http://creativecommons.org/licenses/by-nc/4.0/


 34 

Figure 7 – Supplementary Figure 2 Figure 7 – Supplementary Figure 2 809 

 810 
 811 
Figure 7 – Supplementary Figure 2. Geometric morphometric analyses of anguloarticulare 812 
among Lake Kronotskoe morphs. Procrustes analyses identified highly significant differences in 813 
shape (Procrustes ANOVA F80;1760=18.88 p˂0.0001). Scale bar = 10mm. 814 
 815 
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Figure 7 – Supplementary Figure 3 817 

 818 
 819 
Figure 7 – Supplementary Figure 3. Geometric morphometric analyses of hyomandibula 820 
among Lake Kronotskoe morphs. Procrustes analyses identified significant differences in shape 821 
(Procrustes ANOVA F60;1212=6.55 p˂0.001) with Smallmouth morphs possessing the most 822 
distinct shape. 823 
 824 
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Figure 7 – Supplementary Figure 4 826 

 827 
 828 

Figure 7 – Supplementary Figure 4. Geometric morphometric analyses of parasphenoid 829 
among Lake Kronotskoe morphs. Procrustes analyses identified no significant differences in 830 
shape. Scale bar = 10mm. 831 
 832 
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