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Train/Test Set Composition for adult data (>6 weeks)

Performance on Test Set for adult data (>6 weeks)
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Extended Figure 3

0 20 40 60 80 100 120
Counts MSE (n=11761 genes)

0

10000

20000

30000

40000

50000

Fr
eq

ue
nc

y 
(s

po
ts

)

α = 0
α = 1
α = 10
α = 100

0.0 0.2 0.4 0.6 0.8
Cell composition entropy

0

250

500

750

1000

1250

1500

1750

2000
α = 0
α = 1
α = 10
α = 100

0.00 0.05 0.10 0.15 0.20 0.25 0.30 0.35 0.40
Superclass MSE (n=5 superclasses)

0

10000

20000

30000

40000

50000

60000 α = 0
α = 1
α = 10
α = 100

a b c



c

a b

Cellular compositionMROIs

MEI
ME
MI

MSUB
APEX
BASE
MID

SUB-CRYPT
CM

EMMSUB
EMM

MMI

ALL

PP

Gene Counts Spatial autocorrelation (4 nearest neighbors)

������� �
������ �
������ �
������ ��
������ �

������ �
����� �
�
���� �

. . .

Extended Figure 4

MEIMMI MI

MI MMI

CM EMM CM PP

PP

. . .
CM

MMI

PP

MI

MMI

. . .

Epithelial
Interstitial
Muscle
Immune

NMROIs



Extended Figure 5

Single tissue region, five distinct cell types Two tissue regions, three cell superclasses
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Extended Figure 6
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Extended Figure 8
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Extended Figure 9
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