Extended Figure 1
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Extended Figure 2
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Extended Figure 3

1 a=0 1 a=0 60000y 1 a=0
1 a=1 20001 1 a= 1 a=1
1 a=10 1 a=10 1 a=10
500004 1 a=100 1 a=100 50000/ 1 a=100
1750
40000 15001 40000
1250
300004 300001
1000
200004 7501 20000
5001
10000 100001
250
oL _ N

20 40 60 80 100 120
Counts MSE (n=11761 genes)

0.0 0.2 04 06 0.8

Cell composition entropy

0.00 005 010 0.15 020 025 0.30 035 0.40
Superclass MSE (n=5 superclasses)



Extended Figure 4
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Extended Figure 6
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Extended Figure 7
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Extended Figure 8
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Extended Figure 9
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