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Supplemental Figure S3. Consequences of XBP1s silencing (A) mRNA levels of BBC3 (B) and ERN1

(C), in different human cell lines that were ER stress exposed for 16 hours (0.5 µg Tm and 2.5nM Tg).

Human Schwann cells (SNF96.2) are depicted with light grey, human epidermal keratinocytes

(HaCaT) are depicted with grey, 10 donors pooled human umbilical vein endothelial cells (HUVEC)

are depicted with dark grey, whereas human bronchial epithelial cells (16HBE14o-) are marked with

blue. The results from 3 independent experiments (n=9) are plotted normalized to GAPDH and RPLP0

mRNA levels and expressed as a fold-change over the noninduced cells. Error bars represent standard

deviations. Significant changes (P-value P < 0.05) are marked with an asterisk (*) versus no stress

control and double asterisk (**) versus negative siRNA control in respectful treatments.


