
Cryptophyta

FJ969717, Roombia truncata, intertidal sandy beach
Hatena 20

KJ925380, uncultured eukaryote, Columbia River coastal margin
KJ925366, uncultured eukaryote,  Columbia River coastal margin

KJ925356, uncultured eukaryote, Columbia River coastal margin

100%

KJ925365, uncultured eukaryote,  Columbia River coastal margin

85%

KJ925216, uncultured eukaryote, Columbia River coastal margin
KJ925368, uncultured eukaryote, Columbia River coastal margin

DQ386739, uncultured marine picoplankton

88%

42%

37%

KJ925409, uncultured eukaryote, Columbia River coastal margin
KJ925214, uncultured eukaryote, Columbia River coastal margin

60%

58%

FR874712, uncultured marine picoeukaryote, marine biome, fjord, coastal water

35%

LT993784, Katablepharis remigera
AY919672, Katablepharis remigera
FN690518, uncultured katablepharidophyte, sea ice

87%

Kat2-651

69%

49%

39%

63%

Leucocryptos 17
AY642702, eukaryotic picoplankton environmental sample

KJ925319, uncultured eukaryote, Columbia River coastal margin
KJ925325, uncultured eukaryote, Columbia River coastal margin

AY919706, uncultured freshwater eukaryote, oligotrophic freshwater lake

45%

83%

KJ925529, uncultured eukaryote, Columbia River coastal margin *
GU068005, uncultured katablepharidophyte, lake water filtered through 3 um from lake Esch sur Sure, depth 13m
GU067879, uncultured katablepharid, lake water filtered through 3 um from lake Esch sur Sure, depth 0m

AY919767, uncultured freshwater eukaryote, oligotrophic freshwater lake *
AB622283, uncultured freshwater eukaryote, freshwater lake *

24%

79%

20%

35%

KJ925295, uncultured eukaryote, Columbia River coastal margin
HQ191366, uncultured katablepharid, meromictic, dimictic and oligo−mesotrophic lake

Kat−1452
88%

100%

89%

100%

28%

88%

67%

99%

57%Haptophyta
outgroup

100%

0.10

Additional file  Randomized axelerated maximum likelihood (RAxML) tree (100 bootstraps) of katablepharids. 
Branches with bootstrap support <20% were multifurcated, probe targets are marked by different colors. Asterisks indicate 
sequences not targeted by probes.
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