v Cercozoa, Vampyrellidae
74%|
28%

64% — EU162633, uncultured Cercozoa, Lake Pavin
AB771807, uncultured freshwater eukaryote, fresh
AB771849, uncultured freshwater eukaryote, fresh
AB622288, uncultured freshwater eukaryote, fi
AB771831, uncultured freshwater eukaryote,
AY919754, uncultured freshwater eukaryote, oligotrop
AY919680, uncultured freshwater eukaryote, oligo
AB622335, uncultured freshwater eukaryote, fres|
EU162632, uncultured Cercozoa, Lake Pavin
AB622281, uncultured freshwater eukaryote, fresh
MG828835, Aquavolonida sp. NC10-Ai-1, river biofilm
AB622301, uncultured freshwater eukaryote, freshwa
AB721071, uncultured freshwater eukaryote, freshwa
AB771830, uncultured freshwater eukaryote, freshwat
AB622334, uncultured freshwater eukaryote, freshwater
AB721019, uncultured freshwater eukaryote, freshwate
GU067921, uncultured Cercozoa, lake water filtel
AB622286, uncultured freshwater eukaryote, freshw:
AB622282, uncultured freshwater eukaryote, fresh
AB721028, uncultured freshwater eukaryote, water
JF730776, uncultured eukaryote, Char Lake
AB622285, uncultured freshwater eukaryote, freshwater
Lo%‘_— HQ219347, uncultured Cercozoa, dimictic and eutrophic lake *
DQ243999, uncultured freshwater cercozoan, freshwate
MG818163, Aquavolon dientrani, water sample with bottom detri
MG760572, Aquavolon hoantrani
MG818165, Rhizaria sp. Lapot
MG828850, Aquavolonida sp. NC10-D1, soil
MG828852, Aquavolonida sp. NC10-D2, soil

probe
NC10-1290

99%

22% AY 180003, uncultured eukaryote, oxygen—-depleted marine environment
AB695520, uncultured eukaryote, aquatic moss pillars
63% AY180001, uncultured eukaryote, oxygen—depleted marine environment

KT346259, uncultured eukaryote, cold seep sediments

AB505502, uncultured eukaryote, microbial mats in deep—sea cold seep sediment

KT346260, uncultured eukaryote, cold seep sediments

AY 180002, uncultured eukaryote, oxygen—depleted marine environment

AY821947, uncultured Cercozoa, total DNA isolated from fresh water clay—sand sediment, Orsay, France
AB505574, uncultured eukaryote, microbial mats in deep—sea cold seep sediment

90%~ AB252760, uncultured eukaryote, anoxic sediment
81% DQ103828, uncultured marine eukaryote, anoxic Mariager Fjord
80% FJ153639, uncultured marine eukaryote, anoxic Gotland Deep (Baltic Sea) water sample

P3| DQ244000, uncultured freshwater cercozoan, freshwater
40%_|j AY 180023, uncultured Cercozoa, oxygen—depleted marine environment
27%)| KT346256, uncultured eukaryote, cold seep sediments

Cercozoa, Ascetosporea

uncultured Cercozoa

100% uncultured Cercozoa
-

outgroup 100%
Telonema' Novel Clade 2 0.1

Additional file 4: Randomized axelerated maximum likelihood (RAxML) tree (100 bootstraps) of Cercozoa including Novel
Clade 10 (NC10). Branches with bootstrap support <20% were multifurcated, probe targets are marked by different colors.
Asterisks indicate sequences not targeted by probe.





