
Amoebozoa, Schizoplasmodidida, Phalansterium 10
AY665043, uncultured eukaryote, deep chlorophyll maximum in Sargasso Sea mesoscale eddies
AY665041, uncultured eukaryote, deep chlorophyll maximum in Sargasso Sea mesoscale eddies
AY665042, uncultured eukaryote, deep chlorophyll maximum in Sargasso Sea mesoscale eddies

AY665040, uncultured eukaryote, deep chlorophyll maximum in Sargasso Sea mesoscale eddies

86%

KJ763542, uncultured eukaryote, Gulf Stream 105m
KJ763416, uncultured eukaryote, SPOTstation 5m

EF526718, uncultured marine eukaryote, marine environment
EF526860, uncultured marine eukaryote, marine environment

53%

95%

100%

48%

KF130004, uncultured eukaryote, surface water sample from the South China Sea
GU117664, uncultured eukaryote, Antarctic seawater
KC488611, uncultured Telonemida, Ocean water at 20 m depth at station BBL1 from Atlantic Zone Monitoring Program (AZMP)
KC488614, uncultured Telonemida, Ocean water at 3 m depth at station BBL1 from Atlantic Zone Monitoring Program (AZMP)

87%

AY665037, uncultured eukaryote, deep chlorophyll maximum in Sargasso Sea mesoscale eddies

99%

99%

KJ763035, uncultured eukaryote, SPOTstation 5m
GU825514, uncultured eukaryote, anoxic water column sample, Cariaco Basin, Caribbean Sea *
AJ564773, Telonema antarcticum

GQ365866, uncultured eukaryote, ocean water
GQ365867, uncultured eukaryote, ocean water

100%

KJ763345, uncultured eukaryote, SPOTstation 5m
KC488616, uncultured Telonemida, Ocean water at 20 m depth at station BBL6 from Atlantic Zone Monitoring Program (AZMP)

GQ365764, uncultured eukaryote, ocean water
KJ759276, uncultured eukaryote, Gulf Stream 15m

37%
16%

100%

100%
29%

GQ365815, uncultured eukaryote, ocean water
KC488615, uncultured Telonemida, Ocean water at 20 m depth at station BBL6 from Atlantic Zone Monitoring Program (AZMP)
GQ365767, uncultured eukaryote, ocean water

KF129714, uncultured eukaryote, 60 m water sample from the South China Sea *
KJ763851, uncultured eukaryote, Gulf Stream 105m

KF129747, uncultured eukaryote, 60 m water sample from the South China Sea

98%

KF129808, uncultured eukaryote, surface water sample from the South China Sea
KP404862, uncultured eukaryote, South China Sea

80%

GQ365865, uncultured eukaryote, ocean water

59%
33%

KJ763300, uncultured eukaryote, SPOTstation 5m
KJ759572, uncultured eukaryote, Gulf Stream 15m

97%

99%

GQ365853, uncultured eukaryote, ocean water *
GQ365889, uncultured eukaryote, ocean water
GQ365798, uncultured eukaryote, Mediterranean Sea
GQ365770, uncultured eukaryote, Mediterranean Sea
GQ365840, uncultured eukaryote, ocean water
GQ365769, uncultured eukaryote, Mediterranean Sea

97%
93%

100%

GQ365839, uncultured eukaryote, ocean water

92%

GQ365900, uncultured eukaryote, ocean water
EU371332, uncultured marine eukaryote, 200m sea water sample from Arctic *
EU371331, uncultured marine eukaryote, 200m sea water sample from Arctic *
EU371188, uncultured marine eukaryote, 2m sea water sample from Arctic

83%
35%

EU371378, uncultured eukaryote, glacial sample from Austre Broeggerbreen *
EU371379, uncultured eukaryote, glacial sample from Austre Broeggerbreen *

100%

HM581741, uncultured marine eukaryote, central Arctic Ocean at 20 m depth

26%

38%

DQ647533, uncultured marine eukaryote, unamended seawater incubation

47%

58%

70%

100%

21%
53%

GU117680, uncultured eukaryote, Lake Lutvann
GU117676, uncultured eukaryote, Lake Lutvann
JF730852, uncultured eukaryote, Ward Hunt Lake
HQ191379, uncultured Telonema, meromictic, dimictic and oligo−mesotrophic lake

EU162631, uncultured eukaryote, Lake Pavin
JF730857, uncultured eukaryote, Ward Hunt Lake
JF730823, uncultured eukaryote, Lake A

61%

GU117691, uncultured eukaryote, Lake Lutvann

39%

GU117674, uncultured eukaryote, Lake Lutvann
AJ564770, uncultured eukaryote, marine picoplankton

AM418563, uncultured Telonema, marine picoplankton
KC488620, uncultured Telonemida, Ocean water at 3 m depth at station HL2 from Atlantic Zone Monitoring Program (AZMP) *

GQ365836, uncultured eukaryote, ocean water
AY665027, uncultured eukaryote, deep chlorophyll maximum in Sargasso Sea mesoscale eddies

GQ365805, uncultured eukaryote, ocean water
KF129904, uncultured eukaryote, 60 m water sample from the South China Sea

42%

72%

26%

40%

27%

94%

30%
35%

KC488613, uncultured Telonemida, Ocean water at 10 m depth at station BBL1 from Atlantic Zone Monitoring Program (AZMP)
GQ365856, uncultured eukaryote, ocean water
KF129942, uncultured eukaryote, 60 m water sample from the South China Sea *
GQ365842, uncultured eukaryote, ocean water *
GQ365845, uncultured eukaryote, ocean water *

97%

GQ365855, uncultured eukaryote, ocean water *

97%
97%

GU825443, uncultured eukaryote, anoxic water column sample, Cariaco Basin, Caribbean Sea

100%

33%

AJ564768, uncultured eukaryote, marine picoplankton
AJ564767, uncultured eukaryote, marine picoplankton

EU050980, uncultured eukaryote, sediment from the Kings Bay, Svalbard, Arctic
KC771198, uncultured marine eukaryote, ice algae sample from Bering Sea; U.S. ice breaker Polar Sea cruise
EU050979, uncultured eukaryote, sediment from the Kings Bay, Svalbard, Arctic

68%

EF526892, uncultured marine eukaryote, marine environment
DQ103827, uncultured marine eukaryote, anoxic Mariager Fjord
EF526966, uncultured marine eukaryote, marine environment
EF526897, uncultured marine eukaryote, marine environment #

DQ103867, uncultured marine eukaryote, anoxic Mariager Fjord
66%
37%

95%

87%

GU117671, uncultured eukaryote, Lake Lutvann sediment
GU117670, uncultured eukaryote, Lake Lutvann sediment

86%

AJ564772, Telonema subtile *

59%

28%

100%

24%

KJ758283, uncultured eukaryote, Ross Sea 20m *
KJ758085, uncultured eukaryote, Ross Sea 20m *

GU117661, uncultured eukaryote, Antarctic seawater
GU117662, uncultured eukaryote, Antarctic seawater *

GQ365861, uncultured eukaryote, ocean water *
95%

KJ763004, uncultured eukaryote, SPOTstation 5m *

97%

100%

61%

JN832720, uncultured eukaryote, seawater from coral reef at 365 m depth, mid−Norwegian continental margin *
KC488612, uncultured Telonemida, Ocean water at 10 m depth at station BBL1 from Atlantic Zone Monitoring Program (AZMP) *

89%

50%

55%

GU825142, uncultured eukaryote, micro−oxic water column sample, Cariaco Basin, Caribbean Sea
KJ760321, uncultured eukaryote, Gulf Stream 2500m

61%

100%

KJ763494, uncultured eukaryote, Gulf Stream 105m
GQ365859, uncultured eukaryote, ocean water
AM418562, uncultured Telonema, marine picoplankton

98%

43%

100%

20%

28%

JF730870, uncultured eukaryote, Ward Hunt Lake
EU793415, uncultured syndiniales, Mediterranean Sea, 55m depth *

KJ761477, uncultured eukaryote, East Pacific Rise 1500m *
KJ763496, uncultured eukaryote, Gulf Stream 105m

100%

KJ763137, uncultured eukaryote, SPOTstation 5m

85%

GU824945, uncultured eukaryote, oxygenated water column sample, Cariaco Basin, Caribbean Sea
KJ757114, uncultured eukaryote, East Pacific Rise 2500m

52%

71%
35%

23%

GU825166, uncultured eukaryote, oxygenated water column sample, Cariaco Basin, Caribbean Sea
KJ763724, uncultured eukaryote, Gulf Stream 105m

Telo-1250
(Telonemia)

35%

31%

Incertae Sedis Ancyromonadida, Ancyromonas 6

100%

98%

79%

75%

Cercozoa
outgroup

99%

0.10

Additional file  Randomized axelerated maximum likelihood (RAxML) tree (100 bootstraps) of Telonema. 
Branches with bootstrap support <20% were multifurcated, probe targets are marked by different colors. Asterisks 
indicate sequences not targeted by the probes, # indicates sequence that is too short to be checked for the target region.
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