ATP synthase alpha/beta family, nucleotide-binding domain

ATP synthase alpha/beta family, beta—barrel domain

Pyridine nucleotide—disulphide oxidoreductase

Elongation factor Tu domain 2

Cyclophilin type peptidyl-prolyl cis-trans isomerase/CLD

RNA recognition motif (RRM, RBD, or RNP domain)

Elongation factor Tu GTP binding domain
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