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proteomecentral.proteomexchange.org/cgi/GetDataset?ID=PXD019294), PXD042676 (bloom 2018; http://proteomecentral.proteomexchange.org/cgi/GetDataset?
ID=PXD042676), PXD042805 (bloom 2020; http://proteomecentral.proteomexchange.org/cgi/GetDataset?ID=PXD042805), PXD043390 (Single strain proteomics;
http://proteomecentral.proteomexchange.org/cgi/GetDataset?ID= PXD043390). All other data supporting the findings of this study are available within the paper
and its Supplementary Information and source data is provided with the paper.
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Investigation of the microbiome of seasonal spring phytoplankton blooms in the North Sea.

Microbial biomass from surface water in the North Sea, representing the microbiome of the spring phytoplankton bloom around the
island of Helgoland in the North Sea.

Sampled surface water was sequentially filtered onto polycarbonate membrane filters with different pore sizes (10 micro m, 3 micro
m and 0.2 mircro m); different pore sizes largely account for larger eukaryotes (10 micro m), smaller eukaryotes and attached
bacteria (3 micro m) and free-living bacteria (0.2 mircro m)

Metagenome, metatranscriptome, metaproteome, 16S rRNA, 18S rRNA, glycans

Subsurface seawater (1 m depth) was collected at 52 time points between 2nd of March and 26th of May 2020.

Exclusion of Metazoan reads from 18S data sets as detailed in methods to recieve an accurate depiction of relevant microalgae
during the bloom

We used in all experiments at least three biological replicates.

not relevant, sample collection from surface water

not relevant, sample collection from surface water

Subsurface seawater (1 m depth) was collected at 52 time points between 2nd of March and 26th of May 2020 at the station
Helgoland Roads near Helgoland in the southern North Sea. Since 1962 bucket water samples have been taken as part of a long-term
monitoring program Helgoland Roads (54°11'N 7°54'E; DEIMS.iD: https://deims.org/1e96ef9b-0915-4661-849f-b3a72f5aa9b1)41.

Helgoland Roads (54°11'N 7°54'E)

Since 1962 bucket water samples have been taken as part of a long-term monitoring program Helgoland Roads. Membran filter




