between the genes in the copy number profile.

Table S5. Clinical, morphological and molecular features of MDA PCa PDXs pairs derived from the same patient
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RNA FPKM)
Patient ID number Date Status Category Prior Treatments | Tumor Site|  Pathology Diagnosis Oncogenic Mutations (CNVs fusions) IHC AR expression ( )
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mCRPC, metastatic castration-resistant prostate cancer?, Direct extension of prostate cancer; AF, allele frequency; DeepDel, Deep Deletion. Note: only CNVs on driver genes are presented in the Table; * transcript loss determined by manual inspection. TMPRSS2-ERG fusion in MDA PCa 144-13 was by i of an




