Supplementary Figure S1.

A Lollipop plots for TP53, RB1 and ATRX in STLMS and ULMS.
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Supplementary Figure S1. A. Lollipop plots depicting the distribution of point mutations in TP53,
RB1 and ATRX in STLMS and ULMS. B-C. Oncoprints in STLMS (B) and ULMS (C) depicting
the distribution of recurrent genetic alterations in primary versus metastatic samples (unpaired).
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