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Supplementary Fig. 1: Trait results across EA-PGS quintiles for variant carriers and non-carriers.  
Data are presented as mean values +/- 95% confidence intervals. 
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Supplementary Fig. 2: Sensitivity analysis of the additive effect of rare DD variant burden and EA-PGS 
on DD-related phenotypes.  
This analysis used 74  SNPs from an EA GWAS that excluded UKB, Okbay et al. 20161. Data are presented 
as mean values +/- 95% confidence intervals. 
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Supplementary Fig. 3: Effect of rare DD variant burden and intelligence PGS on DD-related 
phenotypes.  
Intelligence PGS is derived from Savage et al. 20182 and Data are presented as mean values +/- 95% 
confidence intervals. 
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Supplementary Fig. 4: Effect of rare DD variant burden and cognitive ability PGS on DD-related 
phenotypes.  
Cognitive ability PGS is derived Genç et al 20213. Data are presented as mean values +/- 95% confidence 
intervals. 
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Supplementary Fig. 5: Average change in schizophrenia PGS and bipolar disorder PGS among rare DD 
variant carriers with a relevant clinical diagnosis.  
Data are presented as mean values +/- 95% confidence intervals. 
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