>sp|Q13148 |TADBP HUMAN TAR DNA-binding protein 43 OS5=Homo sapiens O0X=9606
GN=TARDBP PE=1 S5V=1
MSEYIRVIEDENDEPIEIPSEDDGTVLLSTVIAQFPGACGLRYRNPVSQCHRGVRLVEGILHAPDAGWGNLVYVVNY
PEKDNKRKMDETDASSAVKVKRAVORKTSDLIVLGLPWKITEQDLREYFSTFGEVLMVQVKKDLKTGHSKGFGFVRFTE
YETQVKVMSQRHMI DGRWCDCKLE@SKQSQDE PLRSRKVFVGRCTEDMTEDELREFFSQYGDVMDVFIPKPFRAFAF
VIFADDQIAQSLCGEDLIIKGISVHISNAE PKI-.SgRQLERSGRFGGgPGGFG&IQGGFC&RGGGAGLG@QGSETMG
GGMNFGAFSINPAMMAAAQAALQSSWGMMGMLASQONQSGES GIIjQ§Q GNMOREPNQOAFGS Gj YSGSNSGAAIGW
GSASﬁAGSGSGEﬂSGFGS SMDSKSSGWGM

SIVIRG FTX¥], BNSC, 6N3A, swiA, BIliG

STEFGEVLMVQVKKDLKTGHSKGFGEFVRFTEYETQVKVMSQRHMIDGRWCDCKLPRISKQSQODE
PLRSRKVEVGRCTEDMTEDELREFFSQYGDVMDVEFIPKPFRAFAFVTFADDOQIAQSLCGEDL

IR RN BN NG IIN® L. R S GRFGGN PGGFGNOEEHENSRECEACHENNOESNNIEEE
MNEGARS INPAMMAAAOAATQS SHGMMGMLAS OONQS GRS GNNONOGNMORE PNOAF GSGNN

SYSGSNSGAATGWGSASNAGSG S/ HNNGERE S SMDSKS SGHGM




5MRG: -4021.2

5MRG with isoaspartate24: -3997.5




5MRG: -4021.2

5MRG with isoaspartate24: -3997.5




4BS2 all sites highlighted
(179and265and259) : -8531.4
(RNA in yellow)

KTSDLIVLGLPWKTTEQDLKEYFSTEGE
VLMVOVKKDLKTGHSKGEGEVRETEYET
OVKVMSQRHMIDGRWCDCKLPNSKQSQD
EPLRSRKVEFVGRCTEDMTEDELREFESQ
YGDVMDVFEIPKPFRAFAFVTFADDQIAQ
SLCGEDLITIKGISVHISNAEPKHNSNRO




4BS2 Isoaspart_179and265and259: -8273.9

KTSDLIVLGLPWKTTEQDLKEYFEFSTEGE
VLMVOVKKDLKTGHSKGEGEVRETEYET
QVKVMSQRHMIDGRWCDCKLPNEKOSQD
EPLRSRKVEFVGRCTEDMTEDELREFESQ
YGDVMDVFEFIPKPFRAFAFVTFADDQIAQ
SLCGEDLITKGISVHISNAEPKHNSNROQ




4BS2_179and265and259 : overlay

KTSDLIVLGLPWKTTEQDLKEYFEFSTEGE
VLMVOVKKDLKTGHSKGEGEVRETEYET
QVKVMSQRHMIDGRWCDCKLPNSKQSQD
EPLRSRKVEFVGRCTEDMTEDELREFESQ
YGDVMDVFEFIPKPFRAFAFVTFADDQIAQ
SLCGEDLITKGISVHISNAEPKHNSNRQO




4BS2 Isoaspart_179: -8193.9
overlay

4BS2: -8531.4
KTSDLIVLGLPWKTTEQDLKEYFEFSTEGE
VLMVOVKKDLKTGHSKGEGEVRETEYET
QVKVMSQRHMIDGRWCDCKLPI =KQSQD
EPLRSRKVEFVGRCTEDMTEDELREFESQ
YGDVMDVFEFIPKPFRAFAFVTFADDQIAQ
SLCGEDLITKGISVHISNAEPKHNSNRQO




4BS2: -8531.4 4BS2 Isoaspart_179: -8193.9




4BS2 isoaspart 259: -8438.4
overlay

4BS2: -8531.4
KTSDLIVLGLPWKTTEQDLKEYFEFSTEGE
VLMVOVKKDLKTGHSKGEGEVRETEYET
QVKVMSQRHMIDGRWCDCKLPNSKQSQD
EPLRSRKVEFVGRCTEDMTEDELREFESQ
YGDVMDVFEFIPKPFRAFAFVTFADDQIAQ
SLCGEDLITKGISVHISNAEPKHNSNRQO




4BS2: -8531.4

4BS2 isoaspart 259: -8438.4




4BS2 Isoaspart_265: -8439.7
Overlay

4BS2: -8531.4

KTSDLIVLGLPWKTTEQDLKEYFEFSTEGE
VLMVOVKKDLKTGHSKGEGEVRETEYET
QVKVMSQRHMIDGRWCDCKLPNSKQSQD
EPLRSRKVEFVGRCTEDMTEDELREFESQ
YGDVMDVFEFIPKPFRAFAFVTFADDQIAQ
SLCGEDLITKGISVHISNAEPKHNSNROQ




4BS2: -8531.4 4BS2 Isoaspart_265: -8439.7




4BS2 Isoaspart_179and265: -8290.6

KTSDLIVLGLPWKTTEQDLKEYFEFSTEGE
VLMVOVKKDLKTGHSKGEGEVRETEYET
QVKVMSQRHMIDGRWCDCKLPNEKOSQD
EPLRSRKVEFVGRCTEDMTEDELREFESQ
YGDVMDVFEFIPKPFRAFAFVTFADDQIAQ
SLCGEDLITKGISVHISNAEPKHNSNROQ




6N3C: -1064.5

6N3C with isoaspartate 291: -902.6




6N3C: -1064.5

6N3C with isoaspartate 291: -902.6




6N3C: -1064.5

6N3C with isoaspartate 301: -894.2




6N3C: -1064.5

6N3C with isoaspartate 301: -894.2




6N3C: -1064.5

6N3C with isoaspartates
291 and 301: -759.7




6N3A: -1778.6; all site highlighted MNFGAFSTNPAMMAAAQAALQSSWGMMGMLASQONQSGPSGHNQONQGNMO




6N3A: -1778.6 MNFGAFSINPAMMAAAQAALQSSWGMMGMLASQQ QSGPSGNNONQGNMO

6N3A with isoaspartate 345 (N): -1710.7



6N3A
MNFGAFSINPAMMAAAQAALQSSWGMMGMLASQQ QSGPSGNNONQGNMQ

6N3A: -1778.6

6N3A with isoaspartate 345 (N): -1710.7




6N3A: -1778.6 MNFGAFSINPAMMAAAQAALQSSWGMMGMLASQONQSGPSGNNONQGNMO

6N3A with isoaspartate 352: -1703.7




MNFGAFSINPAMMAAAQAALQSSWGMMGMLASQONQSGPSGNNONQGNMOQ

6N3A: -1778.6 6N3A with isoaspartate 352 (N): -1703.7




6N3A: -1778.6 MNFGAFSINPAMMAAAQAALQSSWGMMGMLASQQNQSGPSGNNQNQGNMO

6N3A with isoaspartate 353 (N): -1697.1




MNFGAFSINPAMMAAAQAALQSSWGMMGMLASQONQSGPSGNNQNQGNMOQ

6N3A: -1778.6

6N3A with isoaspartate 353 (N): -1697.1




6N3A: -1778.6 MNFGAFSINPAMMAAAQAALQOSSWGMMGMLASQONQSGPSGNNONQGNMO

6N3A with isoaspartate 355 (N): -1723.5




6N3A MNFGAFSINPAMMAAAQAALQSSWGMMGMLASQONQSGPSGNNONQGNMQ

6N3A: -1778.6 6N3A with isoaspartate 355 (N): -1723.5



6N3A: -1778.6 MNFGAFSINPAMMAAAQAALQSSWGMMGMLASQONQSGPSGNNONOGNMO

6N3A with isoaspartate 358 (N): -1693.4




MNFGAFSINPAMMAAAQAALQSSWGMMGMLASQQONQSGPSGNNONQGNMQ

6N3A: -1778.6

6N3A with isoaspartate 358 (N): -1693.4




6N3A all sites MNFGAFSINPAMMAAAQAALQSSWGMMGMLASQONQSGPSGENONQGNMO

6N3A: -1778.6

6N3A with all isoaspartate: -1360.0




6N3A all sites MNFGAFSTNPAMMAAAQAATLQSSWGMMGMLASQONQSGPSGHNONQGNM)

6N3A: -1778.6 ' \' 6N3A with all isoaspartate: -1360.0



GNNSYS

5WIA: -251.4

5WIA with isoaspartate: -59.5




GNNSYS

5WIA: -251.4

5WIA with isoaspartate 371: -130.0




GNNSYS

5WIA: -251.4

5WIA with isoaspartate 370 and 371: +141.3




5WIQ: -227.3

5WIQ with isoaspartate: -138.8




