7g|: -------- Photobacterium phage PDCC 1 (NC 048821)
-------- Vibrio phage 2 TSL 2019 (NC 048747)
100_67|: -------- Vibrio phage USC 1 (NC 048779)
-------- Vibrio phage Aphrodite1 (NC 042100)
100 = Vibrio phage VP4B (NC 042136)
-------- Vibrio phage pTD1 (NC 041916)

7 m Vibrio phage phiKT1028 (OP123707)
e Klebsiella phage Miami (MT701590)
10 00— Klebsiella phage phiKp 32 (LC768500)
---------- Erwinia phage vB EamM RisingSun (NC 042018)
ep—— Pseudomonas phage EL (NC 007623)

-------- Shewanella phage FishSpeaker (OP589283)
—I'O'd: --------- Serratia phage vB SmaM Yubaba (ON287375)
md 0 20— Klebsiella phage N1TM2 (MN642089)

------- Pseudomonas phage OBP (JN627160)

------ Edwardsiella phage pEt SU (NC 048182)

o Erwinia phage AH04 (MZ501267)
L Kosakonia phage Kc263 (MZ348422)

00 —I'O'd: --------- Aeromonas phage pAEv1810 (OL964756)
--------- Aeromonas phage PS1 (MN032614)

_97: ---------- Aeromonas phage ZPAH34 (NC 071007)
---------- Aeromonas phage CF8 (MK774614)

------- Aeromonas phage LAh10 (MK838116)
------------- Erwinia phage vB EamM Simmy50 (NC 041974)
-------------- Erwinia phage vB EamM RAY (NC 041973)
------------- Erwinia phage vB EamM Special G (NC 041975)

------------- Erwinia phage vB EamM Desertfox (NC 042098)
------------- Erwinia phage vB EamM Deimos Minion (NC 041972)

(o]

60 (1010 R Erwinia phage Ea35 70 (NC 023557)

R PP PPPRRR Erwinia phage AH06 (MZ501268)
[ Erwinia phage pEa SNUABM 37 (MW845760)

100 e Salmonella phage vB SalM SA002 (MN445183)
-------------- Proteus phage 10 (MT661596)
------------- Escherichia phage vB EcoM Goslar (NC 048170)
_9'8|: ------------- Serratia phage Moabite (NC 048792)

------------- Serratia phage vB SmaM (2050HW NC 048668)
e Serratia phage vB SmaS Totoro (ON287372)
------------ Klebsiella phage KpLz 2 45 (NC 061418)

[{a)
a

—
o Klebsiella phage vB KpM FBKp24 (MW394391)
[ Erwinia phage vB Ea277G (OP991903)
100 Erwinia phage PhiEaH1 (NC 023610)

------------ Serratia phage PCH45 (MN334766)

------------- Erwinia phage pEa SNUABM 54 (MW879341)

------------- Klebsiella phage vB KvM Eowyn (LR881104)
d: ----------- Pseudomonas phage SL2 (NC 042081)
o Pseudomonas phage phiKZ (NC 004629)
----------- Pseudomonas phage PA7 (NC 042060)
By o— Pseudomonas phage PA1C (MK599315)
gf t——m—m Pseudomonas phage PhiPA3 (HQ630627)
---------- Pseudomonas phage Phabio (MF042360)
--------- Pseudomonas phage 201phi2 1 (EU197055)
----------- Pseudomonas phage D6 (OQ363659)
M0 ——mm—— ... Pseudomonas phage Psa21 (MK552327)
------------- Pseudomonas phage Noxifer (NC 041994)
------------- Pseudomonas phage pPa SNUABM DT01 (MW735835)
7£ ------------- Ralstonia phage RSL2 (NC 028950)
o Burkholderia phage FLC6 (LC592711)
2[I e Ralstonia phage RSF1 (NC 028899)
e Ralstonia phage RP12 (NC 041911)
------------ Burkholderia phage FLC9 (LC667451)
------------- Xanthomonas phage RTH11 (OQ790161)
1 I Xanthomonas phage vB XciM LucasX (MW825358)
-------------- Xanthomonas phage Xoo sp14 (MT939492)
------------ Salmonella phage SPAsTU (MH221129)
| | Salmonella phage STsAS (MH221128)
----------- Erwinia phage pEa SNUABM 29 (MW812339)
e Salmonella phage SPN3US (NC 027402)
ﬂ ---------- Erwinia phage vB EamM Asesino (NC 031107)
---------- Erwinia phage phiEaH2 (NC 019929)
_gd: ---------- Erwinia phage vB EamM ChrisDB (NC 031126)
----------- Erwinia phage vB EamM Caitlin (NC 031120)
100 e e S EREREREE Erwinia phage Machina (NC 042056)

---------- Erwinia phage Wellington (NC 048016)
T00 |Ud: ---------- Erwinia phage pEa SNUABM 11 (MW845758)

0

'S'E ----------- Erwinia phage Derbicus (NC 048173)

----------- Cronobacter phage CR5 (NC 021531)
e Erwinia phage vB EamM Phobos (NC 031043)
------------- Vibrio phage pVa 21 (KY499642)

100 T00

------------- Bacillus phage vB BspM AgentSmith (MW749006)

------------ Vibrio phage JM 2012 (NC 017975)
------------ Vibrio phage vB VpaM sm033 (OV032902)
------------ Vibrio phage vB pir03 (MT811961)
------------- Vibrio phage BONAISHI (MH595538)

d

100

------------- Vibrio phage vB VmeM Yong XC31 (MK308674)
Staphylococcus phage SPbeta like (NC 029119)
Bacillus phage SPBc2 (NC 001884)
‘Brevibacillus phage Sundance (NC 028749)
-‘Geobacillus virus E3 (NC 029073)

10 --Clostridium phage c st (NC 007581)

-‘Bacillus phage G (NC 023719)

o - --Bacillus phage PBS1 (NC 043027)
- 100-...... Bacillus phage AR9 (NC 031039)
0 ----Staphylococcus phage PALS 2 (MN091626)

0.1 ---Yersinia phage phiR1 37 (NC 016163)

VICTOR aa tree with suggested taxa (trimming, D6)
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Family
Subfamily
Genus
Species

Sequence length

Min: 37,476 aa
Max: 144,966 aa



