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Supplementary Figure 4
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Supplementary Figure 5
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Fractions 1

Supplementary Figure 6

20%

Sucrose gradient

7%

2 3 4 5 6 7 8 9 10 11 12 Input

a-elF3B [.. W - - — — —
Interphase
a-elF3F — — o’
a-elF3B —— — —_— —
M phase
a-elF3F — - .
- | ] 1 ] 1 ] ]
A B C D
B Input
Interphase
I M A B C D
i | ®-elF3F ®-elF3F
a-elF3F a-elF3F
Phos-tag)
(Phos-tag) ( elF3F
o W elF3F i B
B 1 2 1 2 3 4
®-elF3F | Total elF3F 6% 20% ®-elF3F / Total elF3F 5% 18% 3%, 1%
elF3F distribution 26% 16% 26% 32%
Mitotic phase
B C D
N— ®-elF3F
a-elF3F
(Phos-tag) - - elF3F
1 2 3 4
®-elF3F / Total elF3F 4% 34% 1% 1%
elF3F distribution 22% 19% 25%, 34%



Supplementary Figure 7

A

elF3F sequence

Thr119
Human NEGAARVIQTLLGTVD--KHSVEVTNCFSVPHNESEDEVAVDME FAKNMYELHKKVSPNE 167
Mouse NEGAARVIQTLLGTVD--KHSVEVTNCFSVPHNESEDEVAVDME FAKNMYELHKKVSPNE 171
Zebrafish  NEGASRVIQT[LLGTAD--KHSVDVTNCFSVPHNESEDEVAVDMEFAKNMYELHKKVSPSE 83
C. elegans NTGQEKCMGTLMGYYE--KGSIQVTNCFATPFNESNDDLEIDDQFNQQMISALKKTSPNE 88
S. pombe SENNQRVIQTLLGTRSEDGREIEIKSCFAVPHNESSEQVEVEMEYHRAMYHLHLKANPRE 100
HE R I ook %
Ser258
Human KAYVSTLMGVPGRTMG-V-MFTPLTVKYAYYDTERIGVDLIMKTCESPNRVIGLSSDLQQ 271
Mouse KAYVSTLMGVPGRTMG-V-MFTPLTVKYAYYDTERIGVDLIMKTCESPNRVIGLSSDLQQ 275
Zebrafish  RAYVSSOMGVPGKTVG-V-MFTPLSVKYIYYDTERIGVDLLQRTRASPGRTNGLTTDLAQ 187
C. elegans RAYLRSKAGIPGAAGPHCAIFNPLRVELAAFPGELVAMQLIEKALOSRRREATLESGLEQ 206
S. pombe KTYVSSPVGITERLADSC-AFVPTPFTIRDDEAVRSGLKAVAAPKNDPSRLASLETDLQQ 215
O ok A . x *orLoxok
elF4G sequence
Ser1232

Human EDRDRGRDAVK-——————=— REAALPPVSPLKAALSEEELEK-KSKATIEEYLHLNDMKE 1262
Mouse ED--RGRDPVK-—-—-——-— REATLPPVSPPKAALSVDEVEK-KSKATIEEYLHLNDMKE 1261
Zebrafish  DNRDRGSRDRDRSKETVKPMAAPALPPHAPVKPAMSEEDLDK-KSKSIIEEYLHINDLKE 1247
C. elegans SNTDKTDDELTEE---EKAVRAKIMNTYKEDLLEMSSGELSQKELVDSITDYVG-—-—--- 975
S. pombe = -——-—-—--———m———— e R 1403
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