Supplementary File 8

Gal-8S Gal-3 Gal-1
Symbol Entrez ID Gene name tr Ratio ad!. tr Ratio " ad!. tr Ratio "
P P
ST3GAL4 6484 ST3 b-galactoside a2,3-sialyltransferase 4 24 1.E-02 1.8 4.E-02 1.5
FUT4 2526 fucosyltransferase 4 (alpha (1,3) fucosyltransferase, myeloid-specific) 24 3.E-03 25 - -
B4GALT1 2683 UDP-Gal:betaGIcNAc beta 1,4- galactosyltransferase, polypeptide 1 23 8.E-03 24 - -
B3GNT2 10678 UDP-GIcNAc:betaGal beta-1,3-N-acetylglucosaminyltransferase 2 17 2.E-02 1.6 - -
FUT10 84750 fucosyltransferase 10 (a1,3-fucosyltransferase) 0.7 - - 5.E-02 0.7
FUT8 2530 fucosyltransferase 8 (a1,6-fucosyltransferase) 0.7 - - 1.E-02 0.4
ST6GAL1 6480 ST6 b-galactosamide a2,6-sialyltranferase 1 0.5 - - 2.E-02 0.1
ALG13 79868 ALG13, UDP-N-acetylglucosaminyltransferase subunit - - 3.E-02 15 - -
B4GALT3 8703 UDP-Gal:bGIcNAc b1,4- 1sferase, pc ide 3 - - 1.E-02 15 4.E-03 1.9
B3GNT7 93010 UDP-GIcNAc:betaGal beta-1,3-N-acetylglucosaminyltransferase 7 - - 4.E-02 15 - -
B4GALT5 9334 UDP-Gal:bGIcNAG b1,4-¢ 1sferase, pc ide 5 - - - - 1.E-02 1.9
ALG10: 144245; p: .' 1e-linked gly ion 10, a1,2-glucosy homolog (S.
ALG10B 84920 pombe); - - - - 4802 07
C linked gly 110, a1,2-gluco homolog B (veast)

FUT11 170384 fucosyltransferase 11 (a1,3-fucosyltransferase) - - - - 5.E-02 0.6
ALGO 70796 asparagine-linked glycosylation 9, a1,2-mannosyltransferase homolog (S. R _ R . 3E-02 0.4

cerevisiae) : :
ALG10B 144245 ine-linked gly ion 10, a1,2-glucosy homolog B (yeast) - - - - 2.E-02 04
B4GALT2 8704 UDP-Gal:bGIcNAc b1,4- galactosyltransferase, polypeptide 2 - - - - 2.E-02 0.3
ALGS 29929 pare " 1e-linked gly ion 6, a1,3-glucc homolog (S. _ N ~ . 2.E-02 03

cerevisiae)

Gal-8S Gal-3 Gal-1
Symbol Entrez ID Gene name ad!. R‘atlo ad{. R‘atlo ad{. R‘atlo
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ST3GAL1 6482 [ST3 b-galactoside a2,3-sialyltransferase 1 2.E-06 4.5 1.E-03 41 2.E-04 4.7
POMGNT1 55624 protein O-linked mannose b1,2-N-acetylglucosaminyltransferase 4.E-04 1.6 4.E-03 1.7 1.E-02 1.8
B3GNT9 84752 UDP-GIcNAc:bGal b1,3-N-acetylglucosaminyltransferase 9 0.7 - - 1.E-02 0.4
B3GLCT 145173 beta 3-glucosyltransferase 2.E-02 0.6 - - - -
B3GAT1 27087 b1,3-glL 1sferase 1 (gluct P) - - - - 4.E-02 1.8
B3GAT2 135152 b1,3-glucuronyltransferase 2 (glucuronosyltransferase S) - - - - 4.E-02 0.6
B3GALTL 145173 b1,3-galactosyltransferase-like - - - - 3.E-02 0.4
B3GNT1 11041 UDP-GIcNAc:bGal b1,3-N-acetylglucosaminyltransferase 1 - - - - 2.E-02 0.3

Gal-8S Gal-3 Gal-1
Symbol Entrez ID Gene name ad{. Ratio ad{. Ratio B ad{. Eatlo )
P ir P L p: tr
A4GALT 53947 a1,4-galactosyltransferase 8.E-05 26 3.E-03 1.9 2.E-02 2.0
B3GNT5 84002 UDP-GIcNAc:bGal b1,3-N-acetylglucosaminyltransferase 5 2.E-02 21 - - 2.E-02 28
STEGALNACE 30815 STG (a-N-acetyl-neuraminyl-2,3-b-galactosyl-1,3)-N-acetylgalactosaminide a-2,6- _ . 1E-02 0.6
sialyltransferase 6 4.E-04 0.6
STEGALNACS  |81849 ST6 (a-N-acetyl-ne. -2,3-b- -1,3)-N- lide a-261 403 0.5 - - 3.E-02 07
sialyltransferase 5
GBGT1 26301 globoside a1,3-N-acetylgalactosaminyltransferase 1 4.E-06 0.5 - - 2.E-02 0.7
B3GALNT1 8706 b1,3-N- inyltransferase 1 ide blood group) 6.E-02 0.4 - - 1.E-02 0.1
ST3GALS 8869 ST3 beta-galactoside alpha-2,3-sialyltransferase 5 7.E-03 0.4 2.E-02 0.5 - -

Gal-8S Gal-3 Gal-1
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ir P P
MAN1A1 4121 mannosidase, alpha, class 1A, member 1 35 2.E-03 2.6 - -
MAN2B2 23324 a-mannosidase, class 2B, member 2 0.7 - - 8.E-03 0.4
MAN2A2 4122 a-mannosidase, class 2A, member 2 0.7 - - 9.E-03 04
MAN2A1 4124 mannosidase alpha class 2A member 1 0.6 - - - -
MANBA 4126 a-mannosidase, b A, lysosomal 0.5 - - 1.E-02 0.4
MAN1B1 11253 a-mannosidase, class 1B, member 1 0.5 - - 1.E-02 0.4
MANSC1 54682 MANSC domain containing 1 0.4 - - 2.E-02 0.2
MAN1C1 57134 a-mannosidase, class 1C, member 1 0.2 - - 3.E-04 0.2
MAN1A2 10905 a-mannosidase, class 1A, member 2 - - - - 2.E-02 0.5

Gal-8S Gal-3 Gal-1
Symbol Entrez ID Gene name ad{. Ratio ad!. Ratio ad!. Ratio "
p: tr p: tr p: tr
SIAE 54414 sialic acid acetylesterase 9.E-02 0.69 - - 1.E-02 04
NANS 54187 N-acetylneuraminic acid synthase - - - - 4.E-02 1.8
CMAS 55907 cytidine mc hate N: Ineuraminic acid synthetase - - - - 2.E-02 0.6

Gal-8S Gal-3 Gal-1
Symbol Entrez ID Gene name tr R'atlo ad{. tr R'atlo ad{. tr R'atlo
P P ated

SELE 6401 [E-selectin (CD62E) 28.7 2.E-03 74.3 3.E-07 323.3
CLEC2D 29121 C-type lectin domain family 2, member D 24 3.E-02 15 - -
LGALS8 3964 lectin, galactoside-binding, soluble, 8 1.9 1.E-02 1.8 - -
LGALS3BP 3959 galectin 3 binding protein 1.8 - - - -
LGALSL 29094 galectin like 1.6 - - - -
CLEC18B 497190 C-type lectin domain family 18 member B 0.7 - - - -
CLEC18C 283971 C-type lectin domain family 18 member C 0.7 - - - -
CLEC18A 348174 C-type lectin domain family 18 member A 0.7 - - - -
SELP 6403 P-selectin (granule membrane protein 140kDa, antigen CD62P) 0.7 - - 1.E-02 0.4
COLEC12 81035 collectin sub-family member 12 0.2 - - 2.E-03 0.2
CLEC3A 10143 C-type lectin domain family 3, member A 0.1 - - 9.E-04 0.2
LMAN1 3998 lectin, mannose-binding, 1 - - 2.E-03 17 - -
OLR1 4973 oxidized low density lipoprotein (lectin-like) receptor 1 - - - - 2.E-02 55
HSPC159 29094 galectin-related protein (GRP) - - - - 2.E-02 3.2
KLRD1 3824 killer cell lectin-like receptor subfamily D, member 1 - - - - 1.E-02 21
CLEC4E 26253 C-type lectin domain family 4, member E - - - - 7.E-03 1.9
KLRK1 22914 killer cell lectin-like receptor subfamily K, member 1 - - - - 5.E-02 1.6
LGALS3 3958 lectin, galactoside-binding, soluble, 3 (galectin-3) - - - - 3.E-02 1.5
KLRC1 3821 killer cell lectin-like receptor subfamily C, member 1 - - - - 4.E-02 1.5
KLRG1 10219 killer cell lectin-like receptor subfamily G, member 1 - - - - 3.E-02 0.7
MLEC 9761 malectin - - - - 3.E-02 0.4
CLEC3B 7123 C-type lectin domain family 3, member B - - - - 2.E-03 0.3




