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Band #1 cloning, insert: 203 bp 
GGCCGCCAGTGTGATGGATATCTGCAGAATTCG
CCCTTAAAACCAAGAGGTCATCCGAAACAAGCT
GCATTTCCCCATGGACATCCACACGCTGCATCCT
CAGAGGCAGCCTGCAGGTGGCATAAACCGCTGT
GGGAGCAATAATGGCGGCTGCAGTCACCTGTGT
TTGCCCAGCAACAAAACATACACCTGTGTGTGTC
CTACAGGCTTCAGAAAGCTGGACCAGCATAACT
GTGCCCAGAAGGGCGAATTCCAGCACACTGGC
GGCCGTTACTAGTGGATC 

Band #2 cloning, insert: 297 bp 
GGCCGCCAGTGTGATGGATATCTGCAGAATTCGCCC
TTAAAACCAAGAGGTCATCCGAAACAAGCTGCATTT
CCCCATGGACATCCACACGCTGCATCCTCAGAGGCA
GCCTGCAGGTCAGATCAACAACACTGATATTGTGCA
GAAATTCCCCAAAACATACCTGTCCATTCAACTCAGT
GCAGTTTCCAGCAGAAATGTACACTAAAGGTGGCAT
AAACCGCTGTGGGAGCAATAATGGCGGCTGCAGTC
ACCTGTGTTTGCCCAGCAACAAAACATACACCTGTG
TGTGTCCTACAGGCTTCAGAAAGCTGGACCAGCATA
ACTGTGCCCAGAAGGGCGAATTCCAGCACACT 
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Supplemental Figure S3B 
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Densitometric analysis of #1 band intensity 

(wild-type lrp4) 
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Supplemental Figure S3C 
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