
Supplementary Figure Legends: 

Supplementary Figure 1: Comparative analysis of UltraMutate and AOMP for the pairing 

of HLA-A*26:01 with the peptide TLHGPTPLL. 

 

Supplementary Figure 2: Comparative analysis of UltraMutate and AOMP for the pairing 

of HLA-C*06:02 with the peptide QKWTVEESEWV. 

 

Supplementary Figure 3: Binding evaluation of the pHLA complexes for HCMV peptides. 

Visualization of the pHLA complexes for the original (KEVNSQLSL) and mutated (FEVNSQLSL) 

peptides using PyMOL, with the statistics of the bonding interactions at the bottom. 
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HLA-C*06:02
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