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begin data;
 dimensions ntax=32 nchar=131;
 format datatype=dna interleave=yes gap=- missing=?;
  matrix
  PteS516  AGCGCCAGATGTCTCGCATA CACTTCTAAATTGCGGGGAG TGCAGGGTTGATCCGCAGGG AAGCGCGAAGGCGAACCTTC AGAGACTCTAATGGAGTGGG
  AspS516  ACAGCCAGATGTCGAATGTA CAACCGTAAATTGCGGGGAA CCCATGGGCAATCCGCAGCC AAGCTCCTGGGAGAAGGTTC AGAGACTATATCGGATGGGC
  PflS516  AAAGCCGGGGATAAGCTGTA CACGCGTAAACTGCGGGGAA CACTCAGTCAATCCGCAGCC AAGCCCGTGCGGGAAGGTTC AGAGACTATAATCGTGTGGG
  BgrS516  ATAGCCAGATGTCGGCTGTA CAGTTGTAAATTGCGGGGAA CACCTGGTCAATCCGCAGCC AAGCCGCTGC-GGAAGGTTC AGAGACTATAATCGACTGGG
  FseS516  AT-GCCAGATGTCGGATGTA CAGCTGTAAATTGCGGGGAA CGCCTGGCCAATCCGCAGCC AAGTCGCTGC-GGAAGGTTC AGAGACTATAATCAGTTGGG
  GviS943  TCTGCGCCTAACAGCAGCGA CACGCTCAAATTGCGGGAAA CTCGTGGACGATCCGCAGCC AAGCCCCACGGGGACGGTTC AGAGACTAGATGGGTGTGGG
  BbaS943  TCTGCTCCCAAAAGCAGCAA CACCCTCAAATTGCGGGAAA CTCATGGACAATCCGCAGCC AAGCCTCACGGGGAAGGTTC AGAGACTTAATGGGGGTGGG
  PchS943  TCCGCGCCTGCG-GCAGCAA CACACCTAACCTGCGGGAAC GTTATGAACTATCCGCAGCC ACGGACCACGGCAAGGGTTC AGAGATTAGATGGGTGTGGG
  AleS956  TTAGGCCGCTAAAGA-GTAA CACCATCAAATTGGTGGAAG ACTCAAGTTGACCGGCAGCC AAACCCTAGGGGTGCAGTTC ACAGACTAAATGTTGGTGGG
  AspS956  TTAGGCCGCTAAAGAAGTAA CACCATCAAATTGGTGGATG ACCTAAGTTGACCGGCAGCC AAGTTCTGGGGGCGCAGTTC ACAGACTAAACGTTGGTGGG
  AroS956  TTAGGCCGTTAATGCGGCTA CACTTTCAAATTGTCGGAAC TCCTGGGATAATGAGCAGCA AAATCCTATGGATGCAGTTC ACAGATTAAACGGAAGTG?G
 DirS9562  CTAGGCCGAGTGG-CAGCGA CACTATCAAATTGCGGGGAG TCCTTGGGTTATCCGCAGCC AAGTCCCTGGGGCGCAGTTC ACAGACTAAATGGTAGTGGG
  FseS956  -TAGGCCGCCAAAGCAGCGA CATCATCAAATTGGGGGAAG TCCTTGGATCATCCGCAGCC AAGTCCCAGGGATGCAGTTC ACAGACTAAATGGTGGTGGG
 TthL1925  TTTGGAGGGAAAAGTTGCAA GACCGTCAAATTGCGGGAAA GGGGGTCCTAACCCGCAGCC AAGTCCTATGGATGCAGTTC ACAGACTAAATGTCGGTCGG
 PpoL1925  GTAGGAGAGAAAAGGTGCGA GACCGTCAAATTGCGGGAAA GGGCGGTCCTACCCGCAGCC AAGCCCTATGGGTGCAGTTC ACAGACTAAATGTCGGTCGG
 PflL1949  GACGTGACGACGAAAACCGT GGGA-TCTAACCGCGAGAAG GGTGGGCCTGACTGGCGACC AAGCCGACGTCGGAAGGCCA AGAGACTATACGGTTCCTTA
 PpoL1949  GGCGTGACGTTCGAAACTAT GGGA-TCTAACCGCGAAGGA GGGTGTCCCGACTGGCGACC AAGCCGAGGGAGGAAGGCGA AGAGACTATACGGTTCCTTA
 FseL1949  CCCATGACAAGGGGCGTTTA GGGT-T-AAAATGCAGGAAG GGGTGACCCGACCAGCAGCC AAGCCTCAGGCGGAAGGTGC AGAGACTAGAAAGCCCGAAG
 DirL1949  GAAGTGACCAAAGAGGGGGC TGAA-GCCTCGTGCAAATTG C--GGGCCTGACCGGCAGCC AACCCGGCAAAGGGAGGTTC AGAGACTATAGGGCACTATG
 PflL2449  AAGGTCCCAAAACAAAGCGA CGCA-TCTGGATGCTGAGAC GGCGGGGCTTATCAGCAAGC GACGAGGGGTTAAGCGCTCC AACGACTGGAAAGATGCGGG
 PpoL2449  GGGGTCCCATTAAAAGGCGA CGCA-CCTGGATGCTGAGAC GGTGGGGCTTATCAGCAAGC GACGAGGGGTTAAGCGCTTC AACGACTGGAAAGGTGTGGG
 FseL2449  GAGGGTTCTATGGCCTGCGA CGCG-CCTGGATGCTGGGAA GGTGGGACCCATCAGCAGGC AACGAGGTGTTAAGTGCTTC AAGGACTGGTAAGGTGCGGG
 DirL2449  GGAGTCCCAAGGGAAAGCAA CGTA-CCTAGATGCTAGGAA GGCGGGGCTAACTAGCAGAC AACAAGGGGCTACGTGTTTC AACGACTGGAAAGGTACGGG
 BhyS516E  GGTGCCAGAGATAGCTGCGA GACAACCTGGATCGGGGGAC CCTTATGGAAATCCCGAGCA GAGCCGC-AAGGCCTGT-GT AGAGCGCGCCAAGGTGTCGG
 BoxS516E  GGCGCCAGAGATAGTGGCAA GGCAACCTGGATCGGGGAAG GCTTATGCCAATCCCGAGCA GAAATT---ACTTCTGT-GT AGAGCGCGGAAAGGTGCCGG
 GviS516E  GACGCCAGAGATAGTGGCGA GGTGACCTGGTACGGGGAAG CCTTATGGTAATCCCGTGGC GAGCCCCCCGGGGCCGTCGT AACGCGCGCAAAGGCACCGG
 PobS516E  GACGCCAGAGATAGTAGCGA GGT-ACCTGGTACGGGGAAG CCTTATGGTAATCCCGTGGC GAGCTCCCTGGGGCCGTCGT AACGCGCGGAAAGGCACCGG
 SknS956E  CTAGGCCGCGATAGTTGCGA GACAACCTGGAACGGGGAAA GCTATGGGTGCTCCCGCGAG CATCCCTCAATGGCCGTCGT AACGCGCGGTAAGGTGTCGG
DirS9561E  CTAGGCCGCGATAGTCGCAA GACAACCTGGTACGGGGGAA TCTTCAGACAATCCCGTGGT GAGCTACAGATAGCCGCTGT AACGCGCGCAAAGGTGTCGG
 DspS956E  TTAGGCCACAAGAGTCGCGA GACAACCTGGTACGGGGGAA CACAGGGTCAATCCCGTGGT GAGCTTGATAAAGCCATCGT AACGCGCGGAAAGGTGTCGG
RcuS1199E  CAGGCCTGTTTCAACCTGAA CACCG-CTGGCACAGGAGAC ATCTGGATCGATTCTGTGGC GAGCTTCCCGAAGCCGCCGA AACGCATGCAAAGTGGTGGG
EmyS1199E  CAGGCCTGTTAGCAACGCTA CACCA-CTGGTATAGA-GGA TGCATGGCTGATTCTATGGC GAGTC--AAAGGACCGTCTC AACGCGCGGCAAGTGGTGGG

  PteS516  CAGCTTAAGGGAGAGTCCAA TCC-ACAATGG
  AspS516  GACGTTAAGGTATAGTCCAC TCCCACCAAGG
  PflS516  GCTCTTAAGGTATAGTCCAC TCCCCCAAGGG
  BgrS516  CAGCTTAAGGAATAGTCCAC TCCCACTAGGG
  FseS516  CAGCTTAAGGGATAGTCCAC TCCCACTAGGG
  GviS943  TAGCTTAAGATATAGTCCGG TATTGGATTTG
  BbaS943  TAGCTTAAGATAAAGTCCGT CTATACAAACG
  PchS943  TTACTTGAGCTTTAATCCGT TCGCAATTACG
  AleS956  TCACTTAAGATATAGTCGGG CCCATCAACCG
  AspS956  CCGCTTAAGATATAGTCGGG CCCATCAACTG
  AroS956  CCGCTTAAGATATATTCGGT CCCACCCAATG
 DirS9562  CTGCTTAAGATATAGTCGGG CCCACCAACCG
  FseS956  TTGCTTAAGATATAGTCGGG CCCACCTACCG
 TthL1925  GCTCATAAGATATAGTCGGA CCTCTCACTCG
 PpoL1925  GCTCATAAGATATAGTCGGC CCTTCCCAGCG
 PflL1949  AAAACGAAGAGATAGTCCAC CCACCAGGGTG
 PpoL1949  AATATAAAGAGATAGTCCAC CCAACGGGGTG
 FseL1949  GAAAAAAAAGGATAGTCCAC CAGACTCGGTG
 DirL1949  GCCTACTAGTAATAGTCCAC CGACAGAGGTG
 PflL2449  CAGTTCAAGGAACAGTCTCT CTCGACATTGG
 PpoL2449  TCGTTCAAGGTACAGTCTCT CCTGGTATCGG
 FseL2449  CGGCTTAAGGTACAGTCTCA AGCGGACTCGG
 DirL2449  TCATCCAAGGAACAGTCTAC CCCTGCTAGGG
 BhyS516E  TGGCTTGAGGTACGTGCCGA TCCCCAAATCG
 BoxS516E  TGGCTCGAGGGACGTGCCAA CCACCTTAGTG
 GviS516E  TGACTCAAGGGACGTGCTGT CCCATCAAACG
 PobS516E  CGGCTCAAGGGACGTGCTGT CCCATCTAACG
 SknS956E  GGCCTTAAGGTACGTGCTAC TCCCTCAAAGG
DirS9561E  GATCTTAAGGGACGTGCTAC TCCCCCAAAGG
 DspS956E  GCCCTTAAGGTACGTGCTAC TCCCATCAAGG
RcuS1199E  CGGCTTTAGGTACATGCTGT CCACCCACTCG
EmyS1199E  CGTTCTTAGGTACGTGCTGG CCCTCT?????

;
  end;
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begin data;
 dimensions ntax=29 nchar=117;
 format datatype=protein interleave=yes missing=? gap=-; 
  matrix
CalIL1923  ???????????-V-LQIGFT KTRENKYQY-LHRSF----S SVKKDFGLE-KGFYDNTMTV SHLCHNSWCYNW-NHHILES LAVNKSRN-GCPG-------
 PpoL1925  LHCYEIPAP-------VGFA KNGPTRWQY--KRTIN---Q VV-HRWGSEPDNINGKTCTA SHLCHNTRCHNP-LHLCWES LDDNKGRN-WCPGPN-----
 NaeL1926  NGCWTLRRRTK-T-VKPGF- KTGK-KLQY--KIEGR---Y VVAHRVWFR-EVLGRPNATV SHRCHNEHCLNP-DHLVVEP LQVNQSRN-TCT--------
NgaIS1199  ARTRSGRPHKP-K-PL---- -GHR----L-AVIAWHP-EE SRR-------RLLDDGWHA- SHLCGNPLCLEP-AHIHVEP KTANEARK-GCREFVSSS--
EmyIIS119  ERKRAKKAKKV-K-DK---- -AHRVVVLL-HHRYDNP-LT SLRTY?--IQRMLHQGQHT- SHLCHQPTCINS-SHLVVED KAANEARK-ICKGKVCFL--
 DirS9561  GMCLMSPRPHH-Q-MR-SKG RRFKIQASA-LQAVLVN--N PSSHDELVGLIDRETTTFHS SHLCKDGSCMEL-KHTLRVP AQTNLADHELCPAFVVIYGV
 DirS9562  IQCLVLPSSSD-T-YPRCDG KASLNSLAA--QFGEDQ-RS FDQTSLPLEENDWEMIDDDA IHRCHNKRCFTK-GHVYFGS KDQNRSTD-FCPAYVVINGV
 SdiIS943  LACWTSPEPG-----KKLNW RNRPSEKIG-HVFYAHH-IA VAAGY---ISGAH--AAYNV SHLCGNGECFNP-DHLVIET AGLNQRRK-TCQAQVRLPNY
  CpiS943  GSCWAA-ESGH-R-NGRNTV G-PTGQKIG-VSPWAHQ-LA VAAG----LPLTTK-GEYHV SHLCHNAGCINP-DHVIIEP AWINEFRK-FCAWAVRFPDL
  MteS943  LGNLTQIREGN-A-AKKVTL TNKKY-KLG-KV-YMHW-VA YILHNSEIIAACKKFVLQEV SHLCGHKNCIRD-GHHNVES PEMNQSRD-AHY--VDP--S
  PchS943  LGCWESNRPNS-G-YQRNTV I---NGRKA-VQIYLHQ-LT LIADNR--AAVLESELAMEC SHLCHDGRCFRP-SHLVVEP RAENKERQ-TCNGHFIIK-Y
  BbaS943  LGCWFPKRPMV-N-EYRNTR WDSYVLEAA-AQSYYHH-LA VVAKREGAGRKDSNGIAYEV SHLCHNGQCFNP-DHCVVEP RHENHRRN-ECQNRYILNLV
  EmyS943  TGCWLSGAPAH-N-NGRNTN KPGTNHKFD-CNPFFHQ-LC VAAG----QLRLTTDGTYHV SHLCHNPQCFNP-EHLIVEL AALNKARN-SCHGSVIIK-I
  CmoS943  RNCWKPTKPTH-R-NGRHTL LDASDKKIG-RCIYLHH-LL VAANKA--LNAGKK-RLQ-V SHLCHRGWCFNP-EHLVVES QRLNAKRN-NCKGNNIFI-I
 BatS1506  NHCITTTPAKD?S?AG---- -YVQMRIDG-RKYYCHL-IT IAA------FNRLPTEGEEA SHRCHNAKCVNP-LHMAFES GDVNKSRL-YCRLFKNHP-E
 PteS1506  QGCHITNAAN--G------- -YVQVRWRG?VKYYCHL?LA AVMQ-----MQRHPMPGEEA SHLCGDKRCVRP-SHMTLES GALNKTRS-YCAYFREDP-N
 PspS1506  NGCIVTDPAKV-S-GG---- -YVQLRYQG-TKYYHCI-IA VAA------TERLPLPGEEA SHTCHNAKCVNK-AHLTLES GDLNKSRI-YCRLMRNHP-E
 PpaS1506  NLQWPG-PVFR-P-YG-DGE -YSQVRFCG-TKYAVHR-VG VGYLDDTM------------ SIGGRKTTNINP-YHLHTVR NALNKTRH-ACHRFLEYR-N
 AsuS1506  IT-WPLDPVYS-P-YAKDG- -YSQVRSAALNKYYTHR-VG VDPAEKD?-----SLIP--- SMLGSKTSNINP-VFLAAET NDYNQSRK-ACFLFFDELLT
 TorS1506  DPQWPN-PVF--P-LLKSEP TITADLLAAKVKYYVHR-IA VNHPEDEA?MIDFTLQPNAN ----SNGSNINP-LQLIWED NSTNQTRK-GCFIHMSRK-A
  PteS516  RTCLLQ----E-T-PR---- -GRYTHGQR-KHFYV-Y-QA V-AYARFGTTSKIGTDL-TI SHVCGTHHCLAA-HHLMLEP KHVNDDRV-HCHFLGRVSDA
  AspS516  RSCLL--------LPA---- -GRFSY-QR-RKVRFGY-QI V-AFEKFGEASK-DRSSKLL SHICGTR?CCNV-DHIVIET KGINDERT-HCH???????L
  NitS516  FGCLIG-AANK-T-KS---- -VRFLNNKG-SDSYVHH-VS AFANSTNESSSKKDPEARTI SHLCGNGGCARP-GHLRIEK KSVNDERT-HCHFLLRRSQR
  NclS516  FGCLIG-AANK-T-KA---- -VRFLNKQG-SDSYVHH-VS AFANSTAESSSKKDNEARTI SHLCGNGGCARP-GHLRIEK KSVNDERT-HCHFLLRRSQR
  NcaS516  FGCLIG-AANK-T-KS---- -VRFMNNKG-SDSYVHH-AS SRLLIRIVSSSKRDHDARTI SHLCGNGGCARP-GHLRIEK KSVNDERC-HCHFLLRRSQR



  NjaS516  FGCLIG-AASK-T-KS---- -VRFMNNKG-SDSYVHH-VS VFANSTCESSSKKDPDARTI SHLCGNGGCARP-GHLRIEK KSVNDERT-HCHFLLRRSQR
  NloS516  FGCLIG-AANK-T-KS---- -VRFMNKKG-SDSYVHH-VS VLANSKAESARKTEDDARTI SHLCGNGGCCRP-GHLRIES KKTNDERT-HCHFVLRNSKR
  NgrS516  FGCLIG-AATK-T-KS---- -FVFMNKKG-SDSYVHH-VS AFANSTNESSSKKDSEARTI SHLCGNGGCSRP-GHLRIEK KSVNDERT-HCHFLLRRSQR
  NanS516  FGCLIG-AANK-T-KS---- -VRFMNDKG-SDSYVHH-VS VFANSTCESSSKKDPDARTI SHLCGNGGCARP-GHLRIEK KTVNDERT-HCHFLLRRSQR

CalIL1923  NSCRH-KVKCIIPGEYS
 PpoL1925  GGCVH-AVVCLRQGPLY
 NaeL1926  GVCLH-RPKCIRDGNQA
NgaIS1199  -PCPC-TPACVTTVSTA
EmyIIS119  SPCPH-TPSCLFASREE
 DirS9561  NLCTC-SRQCLVPGRRF
 DirS9562  HVCTH-TPSCLVPGKRA
 SdiIS943  HPCQH-GKLCILPLRRA
  CpiS943  DPCCH-VR-CLIPTWYK
  MteS943  SECDH-HPQCIAP-RPA
  PchS943  NPCRH-GRDCLLPVKVV
  BbaS943  DLCPH-?QSCLLPVRTV
  EmyS943  HPCTH-WLQCVLPIREI
  CmoS943  NPCPH-GPSCILPIKHI
 BatS1506  FKCLH-VPECIHTQT--
 PteS1506  LVCLH-DPACL------
 PspS1506  FKCLH-TPQCV------
 PpaS1506  VTCRH-SKRCKVHWGLW
 AsuS1506  NGCLH-KLCCV-CWDEW
 TorS1506  YVCFH-PKPCKAYYQNW
  PteS516  LACPH-LPRCYSV----
  AspS516  GGCPH-TPRCGSITLLE
  NitS516  LACPH-SPKCFVNMYKI
  NclS516  LACPH-TPRCFVNIYKI
  NcaS516  MACPH-TPRCFVNIYKI
  NjaS516  LACPH-TPRCFVNLYKI
  NloS516  MACPH-EPKCFVNIYKI
  NgrS516  LACPH-TPKCFVNIYKI
  NanS516  LACPH-TPRCFVNIYKI

;
  end;
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