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Supplementary Figure 3: In situ expression of mutant UBP1 in Trypanosoma
brucei brucei

A) Structure of the UBP1 locus (bottom) and the construct used for in situ introduction
of the mutation G392T (BSD, blasticidin-S deaminase, UTR, untranslated region; Tub IR,
tubulin intergenic region). Primer binding sites used for PCR (B) are indicated with
arrows.

B) 1% agarose gel of PCR products from parental 2T1 cells (1) and two transgenic
clones (2, 3). The expected size is 697 b for ‘wild-type’ UBP1 and 1678 b for the
construct with the mutant UBP1. Both transgenic clones are homozygous for the
mutant UBP1 gene as based on the absence of the 697 b band. Primers used were
UBP1-2_IR_fwd (tgcattcgctcctttccctt) and UBP1_rev (gacgagtctcccgatcacac).



