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Tissue type
Grade group

T-Stage
EPE
SVI
LVI

Cribriform
Solid

Single cells

Fusion

mxCCP
mxGPS

mxGC

ZNF674−AS1
SNHG15
SCHLAP1
JHDM1D−AS1 (RP4−659J6)
PCAT51_1
PRAC1 (PRAC)
PCGEM1
PCAT4
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PCA3
MAFG−AS1
LINC00665
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AR−V3−2−CE4
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Tissue Type
Prostate
Lymph

Grade Group
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T-Stage
T2
T3a
T3a+
T3b
N/A

Fusion

N/A

Negative
TMPRSS2 ERG
SLC45A3 ERG

EPE
No
Yes
N/A

SVI LVI Cribriform Solid Single cells
mxCCP
mxGPS
mxGC

Low
Mid
High
N/A

Gene Expression Gene Function
AR genes
CCP
GC
GeneExpression
GeneExpression; ExpressedVariant
GeneExpression; Mutation
GeneFusion3'PartnerExpression
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LncRNA
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Low-pass Whole Genome SequencingTargeted DNA SequencingA B



A B C

P1, P2, P3, P4, LN1

P2, LN1P4
FOXA1 p.F266V LRP1B p.D3472N

8q loss

NCOA1 p.T1219S

P1, P4, P5, P7, P8

P2, P3, P6, LN1

TGFBR2 p.E294Q
PKHD1 p.T871S
ATM p.L1809fs
FOXA1 p.F254_N256delinsY
6 CNVs

1q31.3-43 gain

LN1

8q13.3-24.3 gain
7p gain
7q gain
10p gain
10q gain

P2, P3, P6

P2, P3
5p13 - 12 gain

P6
3p26.1 -  24.1 loss

P1, P2, LN1, LN2

LN1, LN2

P1

TPR p.R2076C
TP53 p.C238Y

LRP1B p.D1248D
IL6ST p.Q751Q
8p12-11.21 loss
16q loss

22q12 - 
13.2 loss

9q33.1 - 34.11 loss22q11.22 - 12.1 loss

6p25.1 - 22.1 loss
10 p loss
10q loss

CHD1 p.D1354A

P5

P3, P4

12p loss
12q12 - 15 loss

LN1LN2

Normal Normal
Normal

P1
P2
P3
P4
P5

LN1
LN2

P1

P2
P3

LN1

P5
P6

GG5
GG5
GG5
GG5
GG2
GG4
GG4

GG2
GG5
GG5

GG4

GG5

GG5

P1

P2
P3
P4

LN1

GG5

GG5
GG1
GG2

GG4

P7
P8

GG5

GG5

0
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0

1

2

3
4

5

6

0

1

234

P1, P3
TLX1 p.R205H



Pt 2

P1

P2

P3
P4

LN2
LN1

P1

P2P3

P4

LN1

LN2

Normal

P1 P2 P3 P4 LN
1

LN
2

Grade group
EPE
SVI
LVI

Cribriform
Solid

Single cells

mxCCP
mxGPS

mxGC

Fusion

Grade Group
1
2
3
4
5
N/A

Fusion

N/A

Negative
TMPRSS2.ERG
SLC45A3.ERG

EPE
No
Yes
N/A

SVI
No
Yes
N/A

LVI
No
Yes
N/A

Cribriform
No
Yes
N/A

Solid
No
Yes
N/A

Single Cells
No
Yes
N/A mxCCP

N/A

Low
Mid
High

mxGPS

mxGC

Prognostic Scores

X
X

X X X X X X
X

X X
X X
X X

X
X
X
X

CDK12 p.D795fs
MYC gain
FGFR3 gain

TP53 loss

CDKN2B lossCDKN2B loss

CDK12 fs, MYC gain, FGFR3 gain
TP53 loss



Pt 4

P1
P2

P3
P4

LN2

LN1

P1 P2 P3 P4 LN
1

LN
2

Grade group
EPE
SVI
LVI

Cribriform
Solid

Single cells

mxCCP
mxGPS

mxGC

Fusion

ATM p.V966A
BRCA2 p.I364V
RB1 p.Y453H

P1P2

P3

P4

LN1

LN2

Normal

TP53 p.P301fs
FANCA gain
CDKN2B loss

Grade Group
1
2
3
4
5
N/A

Fusion

N/A

Negative
TMPRSS2.ERG
SLC45A3.ERG

EPE
No
Yes
N/A

SVI
No
Yes
N/A

LVI
No
Yes
N/A

Cribriform
No
Yes
N/A

Solid
No
Yes
N/A

Single Cells
No
Yes
N/A mxCCP

N/A

Low
Mid
High

mxGPS

mxGC

Prognostic Scores

X
X

X X X X X X
X

X X
X X
X X

ATM p.V966A, BRCA2 p.I364V, RB1 p.Y453H
TP53 p.P301fs, FANCA gain, CDKN2B loss
No significant unique alterations



Pt 30

P1
P2

P3P4

LN2

LN1
P1

P2

P3

P4

P5

P7LN1

LN2

Normal

P5

P6 P7

P1 P2 P3 P4 P5 P7 LN
1

LN
2

Grade group
EPE
SVI
LVI

Cribriform
Solid

Single cells

mxCCP
mxGPS

mxGC

Fusion

X X
X X
X X

CDKN2A loss
ERCC2 loss
ERCC3 loss

TP53 p.T273I

Grade Group
1
2
3
4
5
N/A

Fusion

N/A

Negative
TMPRSS2.ERG
SLC45A3.ERG

EPE
No
Yes
N/A

SVI
No
Yes
N/A

LVI
No
Yes
N/A

Cribriform
No
Yes
N/A

Solid
No
Yes
N/A

Single Cells
No
Yes
N/A mxCCP

N/A

Low
Mid
High

mxGPS

mxGC

Prognostic Scores

X
X

X X X X X X
X

TP53 p.T273l
CDKN2A loss, ERCC2 loss, ERCC3 loss
SLC54A3.ERG pos

Fusion positive



Pt 34

P1

P2

P3 P4

LN1

P5

P6

P7

P8

LN2

LN3

P9

P7 P8 P9P1 P2 P3 P4 P5

PTEN loss
BRCA1 loss

LN
1

LN
2

LN
3

Grade group
EPE
SVI
LVI

Cribriform
Solid

Single cells

mxCCP
mxGPS

mxGC

Fusion

Grade Group
1
2
3
4
5
N/A

Fusion

N/A

Negative
TMPRSS2.ERG
SLC45A3.ERG

EPE
No
Yes
N/A

SVI
No
Yes
N/A

LVI
No
Yes
N/A

Cribriform
No
Yes
N/A

Solid
No
Yes
N/A

Single Cells
No
Yes
N/A mxCCP

N/A

Low
Mid
High

mxGPS

mxGC

Prognostic Scores

X
X

X X X X X X
X

X X X
X X X
X X X P1

P2

P3 P4

P5

P9

LN1LN2LN3

Normal

BRCA2 loss
CDKN2A loss
MYC gain

P8

P7

FOXA1
R219C

FOXA1
H374fs

PTEN loss, BRCA1 loss
FOXA1 H374fs
FOXA1 R219C

BRCA2 loss, CDKN2A loss, MYC gain



Pt 38

P1

P2 P3

LN1

P4

P6P7

P3

P4

P5

P6

P7

LN1

Normal
Apex

Mid

P5

P3 P4 P5 P6 P7 LN
1

Grade group
EPE
SVI
LVI

Cribriform
Solid

Single cells

mxCCP
mxGPS

mxGC

Fusion

FOXA1 p.E410K
PTEN loss
RB1 loss

CDKN2B loss
RECQL4 gain

Grade Group
1
2
3
4
5
N/A

Fusion

N/A

Negative
TMPRSS2.ERG
SLC45A3.ERG

EPE
No
Yes
N/A

SVI
No
Yes
N/A

LVI
No
Yes
N/A

Cribriform
No
Yes
N/A

Solid
No
Yes
N/A

Single Cells
No
Yes
N/A mxCCP

N/A

Low
Mid
High

mxGPS

mxGC

Prognostic Scores

X
X

X X X X X X
X

X
X
X

CDKN2b loss, RECQL4 gain
FOXA1 p.E410K, PTEN loss, RB1 loss



Pt 39

P1P2

P3

LN1

P11
P10P12

Apex

Mid

P9 P1

P2

P3

P4

P5
P6

P7

P8

P9

P10

P11
P12

LN1
Normal

P4

P6
P7

Mid/Apex
P5P8

P1 P2 P3 P4 P5 P6 P7 P8 P9 P1
0

P1
1

P1
2

LN
1

Grade group
EPE
SVI
LVI

Cribriform
Solid

Single cells

mxCCP
mxGPS

mxGC

Fusion

CDKN1B gain

Grade Group
1
2
3
4
5
N/A

Fusion

N/A

Negative
TMPRSS2.ERG
SLC45A3.ERG

EPE
No
Yes
N/A

SVI
No
Yes
N/A

LVI
No
Yes
N/A

Cribriform
No
Yes
N/A

Solid
No
Yes
N/A

Single Cells
No
Yes
N/A mxCCP

N/A

Low
Mid
High

mxGPS

mxGC

Prognostic Scores

X
X

X X X X X X
X

X
X
X
X

X
X
X

TMPRSS2.ERG pos
CDKN1B gain

Fusion positive



Pt 40

P1

P2
P3

P4P5

LN1

Normal

P1

P2

P3P4

LN1

P5

P1 P2 P3 P4 P5 LN
1

Grade group
EPE
SVI
LVI

Cribriform
Solid

Single cells

mxCCP
mxGPS

mxGC

Fusion
TP53 R213X
RB1 loss
CDKN1B loss
NKX3-1 loss

Grade Group
1
2
3
4
5
N/A

Fusion

N/A

Negative
TMPRSS2.ERG
SLC45A3.ERG

EPE
No
Yes
N/A

SVI
No
Yes
N/A

LVI
No
Yes
N/A

Cribriform
No
Yes
N/A

Solid
No
Yes
N/A

Single Cells
No
Yes
N/A mxCCP

N/A

Low
Mid
High

mxGPS

mxGC

Prognostic Scores

X
X

X X X X X X
X

X
X
X TP53 R213X

RB1 loss, CDKN1B loss, NKX3-1 loss
TP53 R213X
TMPRSS2.ERG pos

Fusion positive

RB1 loss
CDKN1B loss
NKX3-1 loss


