RstA

S3_Figure. Predicted C. difficile SpoOE interactions with Spo0OA and RstA. A) Predicted structural interface of C. difficile SpoOA and
SpoOE. The SpoOA N-terminal receiver domain (amino acids 5-115) is shown in yellow, with the conserved phosphorylation site (D56) labelled
pink. SpoOE is shown in blue with the conserved D42 of the SxxxD motif highlighted in orange. B) Structural interface of C. difficile RstA and
SpoOE. The RstA C-terminal TPR domains are shown in green and SpoOE residues are in blue. Red dashes indicate polar contacts between
amino acids. Spo0OA Uniprot ID: Q18B74, SpoOE Uniprot ID: AOA7YOLUWS, edited in PyMol (PyMOL Molecular Graphics System, Version 2.0
Schrédinger, LLC).



