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D Source Term ID & TermName Pagj (query 1)
1 GO:MF G0:0005488 binding 1.947x10°62
2 GO:MF G0:0003824 catalytic activity 1.092x10°2!
3 Go:8P G0:0008152 metabolic process 8.326x10°112
a Go:BP G0:0040007 growth
5 GO:BP G0:0019725 cellular homeostasis
6 Go:BP G0:0016477 cell migration
7 Go:ce G0:0005737 cytoplasm | 1270 [
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D Source Term ID S Term Name Pagj (query_1)
1 GO:MF G0:0005515 protein binding 1.623x10°6°
2 GO:MF G0:0003824 catalytic activity 1.095x10"%
3 GO:MF G0O:0004930 G protein-coupled receptor activity
a GO:MF G0:0003700 DNA-binding transcription factor activity
5 GO:MF G0:0140657 ATP-dependent activity
6 GO:MF G0:0022890 inorganic cation transmembrane transporter a..
7 GO:MF ic cation transporte...
8 Go:BP 60:0008152 metabolic process
9 GO:BP cellular i
10 GO:BP G0:0016477 cell migration
n GO:BP G0:0048513 animal organ development
12 GO:BP G0:0040011 locomotion
13 Go:cC ¢ structure 2.665x108
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