Supplementary Figure 2. Scatter plot of the first two ancestry principal components
among opioid exposed individuals.
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Principal Component 1
AFR = individuals genetically similar to the African superpopulation, AMR = individuals
genetically similar to the admixed American superpopulation, EAS = individuals genetically
similar to the East Asian superpopulation, EUR = individuals genetically similar to the
European superpopulation, SAS = individuals genetically similar to the South Asian
superpopulation. Individuals missing on genetically inferred ancestry were unable to be
classified with a predicted probability over 50% to any given cluster based on their genetic
similarity.



