A ChAT-eGFP mouse Digestion ~ FACS scRNA-seq

) 1,000
® Olfactory :Li 800 |
Respiratory —V % e ChAT*
VNO ! <§t 6007 m
7 - o - w ® Epithelial
I 5 4004 1 5
| — i U @ OSNs

B
0 200 400 600 800 1,000 -30 20 10 0 10 20 30
ChAT-eGFP tSNE 1

Olfactory turbinates

o

LNG

Olfactory turbinates

Olfactory epithelium

B Olfactory mucosa

100 EpcAM "™ 108 Tut 250,000 B Offactory
10% 2 [ Respiratory
¥ 200,000 °
10t 100 .
2 2 << 150,000 2 -
(@]
2 100 Siee 19) Q .
w I 9 100,000 L
o«
]
coas’ < 197
o 5% 0 50,000 S
0 0
0 10° 0 10 0 10° [T 0 50,000 150,000 250,000
CD45 ChAT-eGFP FSC-A
C Respiratory mucosa E
108 high 10° Tt 250,000 Fsc™ : glfacf(ors/
0 espiratol
& ) 5% . 3% 3- piratory
o Gl ) 200,000
104 L ®
—>
<§( <§( <L 450,000 o 24
Q 0 Q 4 O =
o 10 oy N
(,) N
w L 100,000 o ° .
RN
| cpas" 1
o
. 10% o 50,000 DR
97%
0 .
0 103 104 108 0 103 104 108 0 50,000 150,000 250,000 0
CD45 ChAT-eGFP FSC-A
F (G Eorfactory M Respiratory |H FSClow FSChish | _ Olfactory Respiratory
L 1007 @ 80,0007 4,0007 g 0 Total
ol Q Qo ° )
& o £ . . g . [ Submittec
& o o 60,0001 3,000 o °
& ,q_'J 60- 5 * @
© < 2 40,0001 2,000 . o 10¢
o <401 . ° . 5
< o] Q d QO
ES s 2 i _ g 10
S 5- £ 20,000 1,000
® > >
° z Z e
0. 0- T T T T T
& oot & oot & & & ot &
S O L S O N OO N
&E e EEF &ER
KR K



