All Alternaria-induced genes in HBCs (FDR<0.0001)

IS

w

log,(TPM+1)
n

Expression level
-

|:| Naive - Alternaria [T T Relative expression (Z-score)
-2 -1 0 1 2

Pou2f3"- nrr’-

(@)

o

log,(TPM+1)
w

Expression level

o

= r_ _——— — —_— —
== == =
- - = — -
=¥ -8 =
— = _ = = - | Top2
== — - = = = —a= Viker
= = = = o= — .1
= == == —= B —
= = 8 a— = o= = =
—— = — = == —_ = == Bil
——_ ! = e ~|Viome
— = §_— i —__E - E ) — _—='=_ ~—|Mcm4
= | —— s e — el Tubbs
= e e e o=
— ———— o —
:_—:—I—__.=:—§ =8B== =
= o —— ————=m __— —
- —_ = ==
— - — =
= == T —— =_=
— = 8= = =
== — = — = _j __ = iE: Tnfaip1__ Pla2gdc
—_—— e — — e e = — — /ééergZ
—_— —= —I T = = e = Gpilat
—— — — -_— Sprr2a2 a
A = = = = Sprrzat
—————— = e Femt
E-_: —=_§_ = __= —E - |Anxat
= ; | L — — . —
——aa— = ——— = — — = Ccl9
] = = =] — = P2ry1
scRNA-seq Olfactory
: E3 Fer
. £ Ferit
X / / Fari2
c E3 P2rx4
. X . i P2ry2
. N - T E3 Tas2r105
. : I I E3 Tas2r108
W e ' N el I N E3 Tas2r123
B : i i . H | . | ii E3 Tas2r135
. : . :: N . I H N : I IBE E9 Tas2r138
. . .n ke . : £ Tas2r140
e Svomnes Bewommin b s imaens — . : e b ol e o leen oo 5 Taezriad
HBC GBC ISN OSN  Sustentac. Glia Ciliated Ductal Goblet Serous lonocyte Tuft-SCC Tuft-Gland Tuft-MVC
E3 For
Bulk RNA seq Olfactory Respiratory £ F2rit
- Fari2
/ E3 P2rx4
P2ry2
= Z j $ - . = $ B3 Tas2r105
. . L / - EJ Tas2r108
- ; - - EJ Tas2r123
- = - é £ Tas2r135
. . £ Tas2r138
. . ﬁ . é . . i £ Tas2r140
e o e e =l —— e o e e - £ Taszridd

Epithelial (EpCAM") Tuft-MVC

Epithelial (EpCAM®)

Tuft-SCC



